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Sequences producing significant alignments: 



Score E 
(bits) Value 



q1 1 69U2 84 J ref i NP...036245 . 1 1 
Qi I 22760422 I dbi I BAC:1I19.1. 1 1 
qi l67S32 64 jre f I NP „„03 S92 7- 1 I 



carbonic anhydrase XIV precurso. 
unnamed protein product [Homo s. 
carbonic anhydrase 14; CA XIV [. 



.gi. 
si 



47168790JpdbliRJ5lA Chain A, Crystal structure Of The Ex. 
214317 56 1 sp I Q9MZ30 i CAHC„RABIT Carbonic anhydrase xil pre. 



gi 14502515] ref 


NP_001209.1I 


Q-i 136585185 iab 


AAP36865.il 



gj 1 4593538 3 I ref I NP_.996808 . 1 1 
a i 1 26342835 I db i I BAC35074. I I 
ai I 31541884 1 ref I NP_848483 . 2 I 



gj 147228789 



gi 1 49117984 



carbonic anhydrase XII isoform . 
Homo sapiens carbonic anhydrase . 

carbonic anhydrase XII isoform. 

unnamed protein product [Mus mu, 

carbonic anyhydrase 12 [Mus mu. 

similar to 2310047E0lRi k prote. 
unnamed protein product [Tetrao. 

Carl2 protein [Mus musculus] 
unnamed protein product [Tetrao. 

similar to CA XIV [Rattus norv. 

.P.dbilJCZj.A Chain A, Crystal Structure of The Ex. 
emb I CAF9 3 82 1 . 1 1 unnamed protein product [Tetrao, 
emb I CA GQ7521.il unnamed protein product [Tetrao. 
qbjAAH"7"2'918Ml Unknown (protein for MGC: 80389) . 





34864283 


ref 


XP_343417.1| 


aL 


47221597 


emb 


CAF97862.il 



ai 1 21595173 I ab I AAH31385 , 1 1 

gi I 47225853 I emb I CAF98333.il 

gi 1 34858063 I ref |XP_342298. II 

gi 115826782 
gj 147211349 



gii995iM81ref [^^^^ carbonic anhydrase IX precursor. 

qi 12 131 48501 ref INP...647466.1I carbonic anhydrase 9 [Mus muse. 

qi I 30580354|splQ8VH85 ICAH9_M0USE Carbonic anhydrase IX prec. 
gilll54691splP08060[CAH6_SHEEP Carbonic anhydrase VI (Carbo. 
Qi l89853 rpTrl rA29993 carbonate dehydratase (EC 4.2.1.1) VI . 

qi I 34935135 I ref |XP^233380.2 I similar to carbonic anhydrase . 

qi 127806 915 I ref |NP„ .776323,1I carbonic anhydrase VI [Bos tau. 

qi |288l2l84|db1 lBAC65098.ll carbonic anhydrase VI [Canis fa. 



145307^7iemblCAC42429^1i dJ477M7.5 (carbonic anhydrase V. 
1070 5 19 1 piV I I CRHU6 carbonate dehydratase (EC 4.2.1.1) VI. 

qi I 23503046 1 sp I P2 3280 I CAH6_HUMAN Carbonic anhydrase VI prec. 



fll 
fli 



.fll 



fll 



4557397J reflNP^.001206. 11 carbonic anhydrase VI precursor. 
31076619 1 sp I q'8u"wa5 1 CAH2_TRIHK Carbonic anhydrase II (Car. 



gi I 348724901 ref |XP^216584. 21 similar to Car6 protein [Rattu. 

gi 1403635 371 ref I NP....954685. II carbonic anhydrase II [Danio r. 

qi 1297893691 ref I NP_599183, 11 protein tyrosine phosphatase, . 

qi i25281969lqblAAN72430.1l receptor-like protein tyrosine p, 

qi 1 6679559 1 ref I NP„0 33007 . 1 1 protein tyrosine phosphatase, r. 

gi 1 25281971 1 ab I AAN72431, 1 1 receptor-like protein tyrosine p, 

qi I 45709528 I qb I AAH67635 . 1 1 LOC407683 protein [Danio rerio] 

qi ! 45383516 1 ref INP....989645 , II protein tyrosine phosphatase, . 

qi 1 18860898 I ref I NP^002832 . 2 I protein tyrosine phosphatase, . 

qi 1 1263069 1 qb [ AAC50439. II receptor tyrosine phosphatase gam, 
.QlL47ZL321pirllA4814^^^ protei n-tyrosi ne-phosphatase (EC 3.1. , 

qi [ 25281973 1 qbi AAN72432.il receptor-like protein tyrosine p, 

qi 1413871301 ref |NP__9S7107. II hypothetical protein MGC73385 . 

gi .12 91794 5 2 | qb j AAH49309 . 1 1 Zgc: 73385 protein [Danio rerio] 

qi \ 592 1196 i so I P18761 1 CAH6_M0USE Carbonic anhydrase VI precu. 

qi 133585712 I qb I AAH55437.il Car6 protein [Mus musculus] 

Car6 protein [Mus musculus] 
Unknown (protein for IMAGE: 70369. 

gi 134551195 I ref JXP_225204,1I similar to carbonic anhydrase . 
qi 1682861 pi "r I ICRRB2 carbonate dehydratase (EC 4.2.1.1) II -. 





29612611 


qb! AAH49973.il 




50418465 


abl AAH78387.il 



682 


0 0 


n 


681 


0 0 


fll 


548 


e-^155 


n 
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2"70 


e-122 
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9e-69 




261 


le-68 


Si 
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2e-68 


260 

254 


3e-68 
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5iJ 1098445 1 pdb I lUGF | Human Carbonic Anhydrase li [hcaii] (. 

carbonic anhydrase 7; carbonic, 
unnamed protein product [Tetrao. 

carbonic anhydrase II; carbonat. 
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ai 1 28269695 Iref 


NP_444300.1i 


ai 1 47227809 lemb 


CAG08972.il 


ai 14557395 Iref iNP_000058. 11 



cii 11942501 



ai 12118910 



pdbllUGDl Human Carbonic Anhydrase li [hcaii] (E. 
pi r i I A48993 protein-tyrosine-phosphatase (EC 3.1. 

qi i 115 13906 1 pdb 1 1G3Z I A Chain A, Carbonic Anhydrase li (F131. 

qi 1 15080386 1 qb I AAH11949 . 1 1 Carbonic anhydrase II [Homo sapi . 

q i 12 29731! pd b I 1CA2 I Carbonic Anhydrase II (Carbonate Dehyd. 

qi 1 442669 1 pdb I IBCD I Carbonic Anhydrase li (E.c.4.2. 1.1) Co. 

qi ll421269lpdbilCANl Carbonic Anhydrase li (E.C.4.2 .1.1) C. 

gi !1942500lpdbilUGB| Human Carbonic Anhydrase li [hcaii] (E. 

oi i 383484361 ref I NP_940986, II carbonic anhydrase XIII; carbo. 

qi 1 19424991 pdb ilUGA I Human Carbonic Anhydrase li [hcaii] (E. 

gii20984481pdbjlUGE 
q'i t il5448"rsp I P069iy 



Human Carbonic Anhydrase li [hcaii] (. 
CAHLhorse Carbonic anhydrase I (carbon. 



ail2221M2SlM^AlL5liA chain A, crystal structure Analysis . 
alilQ9M47lEdMiyG^^^^^ Human Carbonic Anhydrase li [hcaii] (. 



gii2L2JJ.9Mi9blM erythrocyte carbonic anhydrase [, 



qi 1682881 pi rl |CRB02 



carbonate dehydratase (EC 4.2,1.1) II - 
carbonic Anhydrase li (E.c.4.2 . 1. 1) Mu. 



qi 1442701 1 pdb I1CA3 i 

gi {1065006 1 pdb I ICNH I Carbonic Anhydrase li (Carbonate Dehy. 

MlM9yMMyiYDBL Carbonic Anhydrase li (Carbonate Dehyd. 

qi \ 231119 1 pdb \ 5CA2 I Carbonic Anhydrase II (Carbonate Dehyd. 

giiiyjMSlMyjZSCl.,. carbonic Anhydrase li Mutant Ell7q, H. 

gi 1 4427021 pdb I ICAK I Carbonic Anhydrase li (E.G. 4. 2. 1.1) Mu. 

qi I 46048696 1 ref I NP_990648 , 1 i carbonic anhydrase II [Callus . 

qi I 2311991 pdb 16CA2 I Carbonic Anhydrase II (carbonate Dehyd, 

.allA417Z21pdblK^ carbonic Anhydrase li (Hca li) (E.G. 4.. 

qi 1 442826 1 pdb I IDCA I Carbonic Anhydrase II (Carbonate Dehyd. 

qi 1 1065012 Ipdbl ICNJ I Carbonic Anhydrase li (Carbonate Dehy. 
qi 1 134565 1 i sp i P48282 I CAN LSHEEP Carbonic anhydrase I (Carbo. 

qi 1229981 I pdb llHEDl Carbonic Anhydrase II (Carbonate Dehyd. 

Carbonic Anhydrase li (E.G. 4.2 . 1. 1) Mu. 

Carbonic Anhydrase II (carbonate Dehyd. 

Carbonic Anhydrase li (Carbonate Dehy. 

Carbonic Anhydrase li (Carbonate Dehyd. 

Carbonic Anhydrase li (Carbonate Dehy. 

Carbonic Anhydrase li (E.C.4.2. 1.1) Mu. 

Carbonic Anhydrase II (carbonate Dehyd. 

Carbonic Anhydrase li (Carbonate Dehyd. 

Hll9n Carbonic Anhydrase li 

H94n Carbonic Anhydrase li Complexed . 

qi l24987658lpdbllLZVlA Chain A, Site-Specific Mutant (Tyr7 . 

gil231320ipdbl9CA2 1 Carbonic Anhydrase II (Carbonate Dehyd. 
qi' I li"6''8741 1 sp 1 P0Q9i''9' 1 GAH2^RABIT Carbonic anhydrase II (Carb. 

q i 1 999935 1 pdb I ICCT I Carbonic Anhydrase li (Carbonate Dehyd. 

qi 1 1289219 1 emb I CAA29417 , 1 1 carbonic anhydrase II [Gall us ga. 

Alignments 



qi 1442703 i pdb! ICAL I 
qi 1229657 1 pdb I 12CAI 
qi 1 10650111 pdb! ICNl I 
qi l999932|pdbilCCSl 
q i 1 1065001 i pdb IICNG I 
qil442700lpdbilCAll 
qi l229978|pdbllHEAl 
qi |999632[pdbllYDDl 
qi l 2S54664 | pdb i l H9Nl 
qi 12554643 I pdb i2H4Nl 
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>allM112MJxef IM'^^^^^^ iffl carbonic anhydrase XIV precursor; carbonic dehydratase [Homo 

sapiens] 

qi j 89280 36 1 sp I Q9ULX7 j CAHE....HUMAN Carbonic anhydrase XIV precursor (carbonate dehydratase xi\ 
(CA-XIV) (UNQ690/PRO1335) 

fliliiQQ9M0I.#^^ |S carbonic anhydrase 14 [Homo sapiens] 

dJilZMZZliayMHlM^^ ffl carbonic anhydrase XIV, precursor [Homo sapiens] 

gil371825001gbiAAQ89052.11 1^ CA14 [Homo sapiens] 
Length = 3"37 

score = 682 bits (1760), Expect = 0.0 

Identities = 337/337 (100%), Positives = 337/337 (100%) 

Query: 1 mlfsallleviwilaadggqhwtyegphgqdhwpasypecgnnaqspidiqtdsvtfdpd 60 

MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 
Sbjct: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

Query: 61 lpalqphgydqpgtepldlhnnghtvqlslpstlylgglprkyvaaqlhlhwgqkgspgg 120 

LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 
Sbjct: 61 LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 120 

Query: 121 SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 180 

SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 
Sbjct: 121 SEHQINSEATFAELHIVHYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSH 180 

Query: 181 lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwtvfyrrsqismeq 240 

lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwtvfyrrsqismeq 
sbjct: 181 lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwtvfyrrsqismeq 240 

Query: 241 leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 300 

leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 
sbjct: 241 leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 300 

Query: 301 clclllavyfiarkirkkrlenrkswftsaqattea 337 

clclllavyfiarkirkkrlenrkswftsaqattea 
sbjct: 301 clclllavyfiarkirkkrlenrkswftsaqattea 337 



n >qi 1 22760422 ! db j i BA C111 91. 1 1 unnamed protein product [Homo sapiens] 
Length = 337 

score = 681 bits (1756), Expect = 0.0 

Identities = 336/337 (99%), Positives = 336/337 (99%) 

Query: 1 mlfsallleviwilaadggqhwtyegphgqdhwpasypecgnnaqspidiqtdsvtfdpd 60 

mlfsallleviwilaadggqhwtyegphgqdhwpasypecgnnaqspidiqtdsvtfdpd 
sbjct: 1 mlfsallleviwilaadggqhwtyegphgqdhwpasypecgnnaqspidiqtdsvtfdpd 60 

Query: 61 lpalqphgydqpgtepldlhnnghtvqlslpstlylgglprkyvaaqlhlhwgqkgspgg 120 

L PALQPHGYDQPGTE PLDLHNNGHTVQLS L PSTL YLGGL PRKYVAAQLHLHWGQKGS PGG 

sbjct: 61 lpalqphgydqpgtepldlhnnghtvqlslpstlylgglprkyvaaqlhlhwgqkgspgg 120 

query: 121 sehqinseatfaelhivhydsdsydslseaaerpqglavlgilievgetkniayehilsh 180 

sehqinseatfaelhivhydsdsydslseaaerpqglavlgilievgetkniayehilsh 
sbjct: 121 sehqinseatfaelhivhydsdsydslseaaerpqglavlgilievgetkniayehilsh 180 

Query: 181 lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwtvfyrrsqismeq 240 

lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwt fyrrsqismeq 
sbjct: 181 lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwtafyrrsqismeq 240 

Query: 241 leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 300 

leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 
sbjct: 241 leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 300 

Query: 301 clclllavyfiarkirkkrlenrkswftsaqattea 337 
clclllavyfiarkirkkrlenrkswftsaqattea 

sbjct: 301 CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 337 
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n >gllMDlMJ..refl^^^^^ M carbonic anhydrase 14; CA XIV [Mus musculus] 

gi 1 892803 8 1 sp ! 09WV T6 1 CAHE-MOUS E ^lil Carbonic anhydrase XIV precursor (carbonate dehydratase XI\ 

(CA-xiv) 

g1 j S03090 S I db 1 1 B AA7 87Q9 . 1 1 M CA XIV [Mus musculus] 

gi 1 28422260 lab IAAH46995, II IH Carbonic anhydrase 14 [Mus musculus] 
Length = 337 

score = 548 bits (1413), Expect = e-155 

Identities = 283/337 (83%), Positives = 306/337 (90%) 

Query: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

MLF ALLL+V WILAADGG HWTYEGPHGQDHWP SYPECG +AQSPI+IQTDSV FDPD 
Sbjct: 1 MLFFALLLKVTOILAADGGHHWTYEGPHGQDHWPTSYPECGGDAQSPINIQTDSVIFDPD 60 

Query: 61 LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 120 

LPA+QPHGYDQ GTEPLDLHNNGHTVQLSLP TL+LGGLPRKY AAQLHLHWGQ+GS G 
Sbjct: 61 LPAVQPHGYDQLGTEPLDLHNNGHTVQLSLPPTLHLGGLPRKYTAAQLHLHWGQRGSLEG 120 

Query: 121 sehqinseatfaelhivhydsdsydslseaaerpqglavlgilievgetkniayehilsh 180 

SEHQINSEAT AELH+VHYDS SY SLSEAA++PQGLAVLGILIEVGET+N AY+HILS 
Sbjct: 121 SEHQINSEATAAELHWHYDSQSYSSLSEAAQKPQGLAVLGILIEVGETENPAYDHILSR 180 

Query: 181 lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwtvfyrrsqismeq 240 

LHE+R+KDQKTSVPPF++REL P+QL Q+FRYNGSLTTPPCYQSVLWTVF RR+QISM Q 
Sbjct: 181 LHEIRYKDQKTSVPPFSVRELFPQQLEQFFRYNGSLTTPPCYQSVLWTVFNRRAQISMGQ 240 

Query: 241 leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 300 

LEKLQ TL STEE+PS+ LVQNYR QPLNQR +FASFIQAG YTTGEML LGVGIL G 
Sbjct: 241 LEKLQETLSSTEEDPSEPLVQNYRVPQPLNQRTIFASFIQAGPLYTTGEMLGLGVGILAG 300 

Query: 301 CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 337 

C LC L L L AVYFI A+KI RKKRL N RKSWFTS A+ATTEA 
Sbjct: 301 CLCLLLAVYFIAQKIRKKRLGNRKSWFTSARATTEA 337 



O >all 471687Mi^^^^^^ M Chain A, Crystal structure Of The Extracellular Domain Of Murine 

Carbonic Anhydrase Xiv 

gi 1 47168791 1 pdb 1 1R3 5 i B ^ Chain B, Crystal Structure of The Extracellular Domain Of Murine 
carbonic Anhydrase Xiv 

gi 1 47168792 I pdb I lR36i A ^ Chain A, crystal structure of The Extracellular Domain Of Murine 
Carbonic Anhydrase Xiv In complex With Acetazol amide 

gi 1 47168793 1 pdb I IR.16 1 B M Chain B, Crystal structure Of The Extracellular Domain of Murine 
Carbonic Anhydrase Xiv In Complex With Acetazol amide 
Length = 261 

score = 438 bits (1127). Expect = e-122 

Identities = 216/261 (82%). Positives = 236/261 (90%) 

Query: 18 ggqhwtyegphgqdhwpasypecgnnaqspidiqtdsvtfdpdlpalqphgydqpgtepl 77 

GG HWTYEGPHGQDHWP SYPECG +AQSPI+IQTDSV FDPDLPA+QPHGYDQ GTEPL 
Sbjct: 1 GGHHWTYEGPHGQDHWPTSYPECGGDAQSPINIQTDSVIFDPDLPAVQPHGYDQLGTEPL 60 

Query: 78 DLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGGSEHQINSEATFAELHIV 137 

DLHNNGHTVQLSLP TL+LGGLPRKY AAQLHLHWGQ+GS GSEH INSEAT AELH+V 
Sbjct: 61 DLHNNGHTVQLSLPPTLHLGGLPRKYTAAQLHLHWGQRGSLEGSEHHINSEATAAELHW 120 

Query: 138 HYDSDSYDSLSEAAERPQGLAVLGILIEVGETKNIAYEHILSHLHEVRHKDQKTSVPPFN 197 

HYDS SY SLSEAA++PQGLAVLGILIEVGET+N AY+HILS LHE+R+KDQKTSVPPF+ 
Sbjct: 121 HYDSQSYSSLSEAAQKPQGLAVLGILIEVGETENPAYDHILSRLHEIRYKDQKTSVPPFS 180 

Query: 198 LRELLPKQLGQYFRYNGSLTTPPCYQSVLWTVFYRRSQISMEQLEKLQGTLFSTEEEPSK 257 

+REL P+QL Q+FRYNGSLTTPPCYQSVLWTVF RR+QISM QLEKLQ TL STEE+PS+ 
Sbjct: 181 VRELFPQQLEQFFRYNGSLTTPPCYQSVLWTVFNRRAQISMGQLEKLQETLSSTEEDPSE 240 

Query: 258 LLVQNYRALQPLNQRMVFASF 278 

LVQNYR QPLNQR +FASF 
Sbjct: 241 PLVQNYRVPQPLNQRTIFASF 261 
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Sequences producing significant alignments: 



Score E 
(bits) Value 
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gii37m499J.gbl/^^ 
Qi 1 6912283 j ref I NM^012113 . II 
a1 1 600963 9 i dbi i AB025904, 1 1 
gii22760421.Jd.bjJ.AK07476 Homo 
gi 121706778 



gi 1 19309420 



gi i 15082388 Igb 



ui 1 26801277 1 qb 



BC012108.i l 



AC09285S/39I 



Homo sapiens clone DNA62812 CA14. 

Homo sapiens carbonic anhydrase. 

Homo sapiens mRNA for carbonic a. 

sapiens cDNA FLJ90284 fis, . 

.gblBC034412_J.L Homo sapiens carbonic anhydrase . 
emb|ALl3879S.21| Human DNA sequence from clone . 

alilM2i219jabJjc^^^ Mus musculus carbonic anhydrase . 

gi I 675 3263 \ ref i NM_011797, II Mus musculus carbonic anhydrase. 

gi I 5030907 j d bi | AB0 05450>H Mus musculus mRNA for CA XIV. co. 

gi J 15384634 1 emb I AL4S 1074 . 13 1 Human DNA sequence from clone . 

qi 1 12848980 1 dbi lAK012316,ll Mus musculus 11 days embryo who. 

qi I 34858062 I ref I XM_34 22 97 . 1 1 Rattus norvegicus similar to C. 

sapiens cDNA clone MGC:2010. 
musculus chromosome 3 clone. 

musculus 12 days embryo emb. 

Mus musculus adult male tongue . 
Mouse DNA sequence from clone R. 
Mus musculus BAG clone RP24-480K. 
Mus musculus BAG clone RP23~266B. 

Mouse DNA sequence from clone . 
Mus musculus BAG clone RP24-336G. 

-HUAC00438^^ Homo sapiens chromosome. 
Mus musculus chromosome 17, clon. 

Homo sapiens BAG clone GTA-3523 5 . 
Mus musculus chromosome 12 clone. 

Mus musculus chromosome 7, clon. 
Mus musculus BAG clone RP23-175E. 

Mus musculus chromosome 3, clone. 

Mus musculus chromosome 18, clo. 
Mus musculus chromosome 15, clon. 
Rattus norvegicus 4 BAG GH230-5L. 
Mouse DNA sequence from clone . 



Homo 
Mus 

qi 1 26084135 I dbi 1 AK034693 . 1 1 Mus 



gi 112844826 


dbjl AK009805.il 


qi [33569140 


emblAL845336.9l 


gi 123334838 


qb|ACl23032,5 


1 


gi 1465 18694 J 


lqbiACl25192.3i 


t 


ai 138323102 


emblAL.954710.27i 


qi 121955088 


lgblACl22003.21 t 



gi 1 3252819 jgblAC004382.1 
ciY 1 45476650 I ACll2746 i 7 I 

gi i4508108|qb|AC005101.2 



qi i 50355915 



qi i 50199072 



gi 125046688 
qi 1 37620322 



qi i 33590044 



qi i 29501916 



qi 1 33342291 



gi 142475822 



gi 147131369 



gi 147679190 
qi 1 15778814 



qb 



qb 



gb 



qb 



gb 



AC124S16.4I 



AC110559. Ill 



ACll2147.5j 
AC111047"9T 



ACll8614.._12i 



AC099600.5 



AC126722.7 



en)b|AL928891.20l 



flb 



ilb 
qb 



gi 160482 66 1, emb 



qi 117105277 



q1 114529749 



qb 



AC147160.2 



AC109294, 
AC084382". 



AJ012011.1 



Mus musculus BAC clone RP24-336A. 
Mus musculus chromosome 1, clone. 
Mus musculus clone RP23-5K17, co. 
OAU012011 Oreochromis aureus mRNA. 

Mus musculus clone RP23-31P8 str. 

emfalAl..l38959.20i Human DNA sequence from clone . 
qi 1 2687350 I qb I AF036762 . 1 i MMFGLII2 Mus musculus fibrinogen-1 . 

2708625 I qb! AF025818.il AF02S818 Mus musculus A/3 fibrinog. 



AC090843.4 



ai 
m. 



31 



31 
qi 



fll 



31 



31 
31 



31 



31 



31 



31 



31 



31 



31 



31 

31 



21998253 



18477347 



41351594 
21738497 



22552815 



200685 74 



20145280 



50511705 
34495107 



27413947 



29540503 



19909480 



33667203 



216292 59 



45_384726 



29135572 



emb 



emb 



AL732 555.7I 



AL596130.13i 



.gbj.ACl39938.,5.1. 



emb 



emb 



emfa 



emb 



Qb 
gb 



ab 



qb 



gb 



gb 



gb 



gb 



gi 



31 



18087725 



gb 



AL671971.8I 



Mouse DNA sequence from clone R 
Mouse DNA sequence from clone 
Mus musculus chromosome 6, clone 
Mouse DNA sequence from clone R 
AL671984. 121 Mouse DNA sequence from clone 
AL626786. ill Mouse DNA sequence from clone 
ALS 91 805 . 14 1 Mouse DNA sequence from clone 
Mus musculus chromosome 9 clone 
musculus 
musculus 
muscul us 
muscul us 
muscul us 



AC134607 
ACl22r8S 



AC112152.4 



AC122341.3 



AC098731.3 



AC110S40.7 



AC093922. 5 



AC125105.3 



AC124040.3 



Mus 
Mus 
Mus 
Mus 
Mus 



BAC clone RP23-18J1. 
BAC clone RP24-93F2. 
BAC clone RP23-355F. 
BAC clone RP23-3L10. 
chromosome 3, clone. 
Genomic sequence for Mus muscul u. 
Mus musculus BAC clone RP24-220B. 
oryctolagus cuni cuius clone LB1-. 
Mus musculus chromosome 1 clone. 

Mus musculus transcript!. 

Drosophila melanogaster , chromos. 
Zebrafish dna sequence from clo. 

gi 122832328 |gbjAE003501. 3 1 Drosophila melanogaster chromoso. 
oi 1 28883950 1 emb 1 AL672141. 12 1 Mouse DNA sequence from clone . 



17646883 



31455426 



qblACll6554.26l 

qblAF246978.2lAF246978 



qbiAC009256.8l 



emblAL954672.9l 



3366 

mo. 

msL 

3113 

3299 
~ 948 

805 

805 

805 

650 

454 

121 

287 
184 

167 



74 

"72 

...„.„. 

"70 



_.68 

68 

"M 

68 
■"66 

66 

66 
66 
66 
"66 
"66 
"66 
66 
"66 
"66 

32 

66 
66 



66 
"66 
M 

.M 
66 
66 
66 
"6"6 
•64 

"64 



64 

64 
"64 
T)4 



64 

64 

..M. 
64 

..J.4 
64 



0.0 
0.0 
0.0 

0.0 

0.0 
0.0 

0.0 

0.0 

0.0 

0.0 

e-124 

e-100 

4e-74 
4e-43 

le-37 

3e-13 
le-09 
4e-09 
4e-09 
2e-08 
7e-08 

7e-08 

7e-08 

7e-08 
3e-07 
3e-07 
3e-07 

3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 

3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
3e-07 
le-06 
le-06 
le-06 
le-06 
le-06 
le-06 
le-06 
le-06 
le-06 
le-06 

le-06 
le-06 
le-06 

le-06 
le-06 



http://www.ncbi.nlm.nih.gov/biast/Blast.cgi 



7/26/04 



RID= 1 090847205- 144 12-749776565 9 1 .BLASTQ4, 





128268670 


emb 


AL591067. 


351 


aj 


121911510 


emb 


AL645930. 


151 



31 



31 



ai 



ai. 

31 



31 



31.. 
31. 



3.1. 

ai 



28195584|qb 



3.1. 
3.1. 
3l 



3.1.1 
31 



31 



31 



31 



3.1 
31 



31 
3i 



31 



31 



31 



31 

ai 



31 



18181798 



17017756 



48675707 



21212056 
T0l45240 



33285452 



30103094 
38424173 



23334866 



37202201 
■32n3"578' 
35931637 



32880240 
T119385T 



46518064 



45720797 



42592727 



41392227 
41222910 



37805647 
36788549 



32400075 



31076174 



28172303 



27803161 
49457660 



49204319 



emb 



emb 



emb 



emb 



Ob 



.gb 

qb 



qb 



-gb 

qjb 



jgb 

qb 



Mouse DNA sequence from clone . 
Mouse DNA sequence from clone . 

AL591826.2ICNS07EGP BAG 13C18 of library CI. 



AL590991.14I 



Mouse DNA sequence from clone 
Zebrafish DNA sequence from clo 
AL662921, 10! Mouse DNA sequence from clone 



BX005461.8I 



AC125371,4 



AC12 5123.4 



AC122255.2 
AC 113 307 :i2 I 



AC124401.3L 

AC12205773"[ 



ACLn0573,lll 
ACi674l2T7T' 
" AC 10 9 16 9713 I 



AC114559.8 
AC09578777 



emb 



emb 



emb 



-^mb 
emb 



emb 
emb 



emb 



emb 



emb 



.?mb. 
emb 



emb 



BX324154,5I 



BX649392.6I 



BX649472 , 15 



BX004818.161 
aI: 9 5 4656: 9 " 



BX571735.6 
BX"iT9976.8 



BX323869.7 



AL929516.15i 



AL671901.141 



Mus musculus chromosome 16 clone. 
Mus musculus BAC clone RP24-270C. 
MUS musculus BAC clone RP23-178F. 

Mus musculus chromosome 3, clon. 
Mus musculus BAC clone RP24-362C. 
Mus musculus BAC clone RP24-468F. 

Mus musculus chromosome 16, clo. 
Mus musculus chromosome 5, clone. 

Mus musculus chromosome 6, clon. 
Mus musculus, clone RP23-50G21, . 
Rattus norvegicus 14 BAC CH230-9. 
Zebrafish DNA sequence from clo. 
Zebrafish DNA sequence from clo, 
Zebrafish DNA sequence from cl . 
Zebrafish DNA sequence from cl . 
Zebrafish DNA sequence from clo. 
Mouse DNA sequence from clone R. 
Zebrafish DNA sequence from clo. 
Zebrafish DNA sequence from clo. 
Zebrafish DNA sequence from cl . 
Mouse DNA sequence from clone . 



BX663519.12I 



ai I26090313ldbi |AK044354,1I 



AL69144iAl^^^^^ Mouse DNA sequence from clone , 
zebrafish DNA sequence from cl 
Zebrafish DNA sequence from cl 

Mus musculus adult 



6X927203-11! 



oi 126085140 


dbi IAK036290.1 




ai 148596612 


emblBX323865.6 




gi i 47971088 


lemblAL512589.4 




ai 147825293 


emblBX511025.101 


gi 146935014 


|embjBX322574.10| 


ai 121728149 


dbi IAP001531.41 


ai 114334395 


LflbiAYp34JjlQUl < 



reti na cDNA, . . 

Mus musculus 16 days neonate ce.. 
Zebrafish DNA sequence from clo.. 
Mouse DNA sequence from clone R.. 
Zebrafish DNA sequence from cl . . 
Zebrafish DNA sequence from cl . . 
Homo sapiens genomic DNA, chrom.. 
crocidura russula clone 82 micro,. 

Alignments 
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le 


-Ob 


64 


le- 


-06 


64 


le 


-06 


64 


le 


-06 


■-g4 


le 


-06 


"64 


le 


-06 


"62 


4e 


-06 


62 


4e 


-06 


62 


4e 


-06 


""62 


4e 


-06 


62 

62 


4e 


-06 


4e 


-06 


""62 


4e 


-06 


....„.„. 


4e 


-06 


62 


4e 


-06 


62 


4e 


-06 


62 


4e- 


-06 


62 


4e- 


-06 


62 


4e- 


-06 


62 


4e- 


-06 


62 


4e 


-06 


■"62 


4e 


-06 


62 


4e 


-06 


62 


4e 


-06 


"■"62 


4e 


-06 


-62 


4e- 


-06 


_§2 


4e- 


-06 


...12 


4e- 


-06 


6? 




-06 


62 


4e 


-06 


62 


4e 


-06 


62 


4e 


-06 


"'62 


4e 


-06 


62 


4e 


-06 


62 


4e 


-06 


...12 


4e- 


-06 




4e- 


-06 




3e 


-04 



>gi i 37 182499 Igb J AY358689.il 
Length = 1701 



Homo sapiens clone DNA62812 CA14 (UNQ690) mRNA, complete cds 



Score = 3366 bits (1698), Expect = 0.0 
Identities = 1701/1701 (100%) 
Strand = Plus / Plus 



Query: 
sbjct: 



gagactgcagagggagataaagagaqagggcaaagaggcagcaagagatttgtcctgggg 60 

llllilTllllllllllllllllllTllllllllTllillTlllTllllM 

gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 60 



Query: 61 atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 120 

lllllTllllllllTllllllllllTllllllTllllllllTTllTlllll^ 

sb] ct : 61 atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 120 

Query: 121 gacaqcaagagaaqcagagataaatacactcacgccaggagctcgctcgctctctctctc 180 

TlllTlllTMIlTllTlTlllllllllMlllTllllTlTiM 

Sbjct: 121 gacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 180 



Query: 181 tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 240 

llllllllllllllllllllllllllllllTlllTlllllTlllllllllllllllllll 
Sb]ct: 181 tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 240 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 



7/26/04 



RID=1090847205-14412-74977656591.BLASTQ4, 



Pages of 20 



Query: 


241 


^hn rt ■ 

3U J L ■ 


741 


Query: 


301 






Query: 


361 


J I. L • 




Query I 


421 


OU J L • 


471 


Query: 


481 


JUL. 


4R1 
to X 


Query: 


541 


ch-i rt* ' 

3U J U L. • 


*;4i 

J t X 


Query: 


601 


J U I. ■ 


DUX 


Query: 


661 


ch"i r1- • 


vox 


Query: 


721 


OU J \. L . 


771 


Query: 


781 


J V. L • 


7R1 
/ ox 


Query: 


841 


c:h-i rl- ■ 
J c t ■ 


OH-X 


Query: 


901 


ch"i rt- • 


QOI 

X 


Query: 


961 


J L ■ 


X 


Query: 


1021 


sbjct: 


1021 


Query: 


1081 



ccagtcccctgcaccccttcctgqqacactatgttgttctccgccctcctgctggagqtq 300 

IIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIilllllllllllMllllllTll 
ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 300 

atttgqatcctqgctgcagatqgqggtcaacactggacgtatgagqgcccacatggtcag 360 

llllTIlllllTlllllllllTlTllllllllllTlllTlllliTT 

atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 360 
gaccattgqccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 420 

TllllllTTlllTlllllllllllTlTlTlTTlllllllTiM 

gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 420 
cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 480 

llllllTlllllllllllllllllllllllllTlMIIIIIMlTlllllllllllllll 
cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 480 

cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 540 
llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 540 

ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 600 

IIIIIIIIIIITIIIIITITITTIIIIIIIITIIIIIIITIITIM 

ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 600 
cactqgggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 660 

MIlTTlllllllllllllllllillllllillllllillMIIIIIIIIIIIIIIIIII 
cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 660 

tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 720 

IIITIITITIIIIIIIIITIIIIIIIITIIIIITIIIIIIIITIIIIIIM 

tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 720 



gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 

IIIIIIIIIIIIIIIMIIIlTlllllllllllllllllllllllllMIIIIIIIIIII 
gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 

aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcaqaaq 

lllllllllllllllllllllillllilllllllllllllllllllllllllllllllll 
aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 



780 
780 



840 
840 



acctcagtgcctcccttcaacctaagagagctgctccccaaacaqctc 



- ^ „ jaagagagctgctccccaaacagctggggcagtacttc 900 

llllllTlTllllllllllllllllTlTlTllTllllllllllllllTTn 

acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 900 

cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 960 

illllllllllllllillllllllllllllllllllllTlllllIllllTTlllTM 

cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 960 

tataqaaggtcccagatttcaatggaacaqctggaaaagcttcaggggacattgttctcc 1020 

MlMllllllllllllllllllTlllllTllTlllllTllllinT^ 

tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1020 



cagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 

llTllTlTTlTllllllllTlllllTTllllTlllMIIIII 

1021 acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 



1080 
1080 



http ://www,ncbi ,nlm.nih.gov^last/Blast. cgi 



7/26/04 



RID=1090847205-14412-74977656591.BLASTQ4, 

llllllllllllllllllllllllllllllllllllilllllllllllllllllllllll 
Sbjct: 1081 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1140 
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Query: 1141 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1200 

lllllllllllllllllllllllllllTTllTlllllllllllllllNllllllll^ 

sbjct: 1141 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1200 
Query: 1201 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1260 

llllllllllllllllTTllTllTiTTllMllllllTlllTlllM 

Sbjct: 1201 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1260 
Query: 1261 gcacaaqccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1320 

TlllllTMIlTlllTlTTllllllllllllllllTllllllinilT 

sbjct: 1261 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1320 

Query: 1321 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1380 

llllllllllllllllllllllllllllllllllllllllilllllllllllllllllll 
sb]ct: 1321 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1380 

Query: 1381 gagtagtaagcagatgtcctccttcccctgqacatctcttagagaggaatggacccaggc 1440 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIlTllllTlllllllllllll 
sb]ct: 1381 gagtagtaagcagatgtcctccttcccctggacatctcttagagaggaatggacccaggc 1440 

Query: 1441 tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1500 

Mil 1 1 II IITTI Mill III ITITI I II I 111 I MM MM 1 1 IT 
sb]ct: 1441 tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1500 

Query: 1501 gaaatcgctgtgttgttaatgcagagancaaactctgtttagttgcaggggaagtttggg 1560 

M M M II II M I II M M II II M II M I M M I M M I II II M IT IT M M M II M 
Sbjct: 1501 gaaatcgctgtgttgttaatgcagagancaaactctgtttagttgcaggggaagtttggg 1560 

Query: 1561 atataccccaaaqtcctctaccccctcacttttatggccctttccctagatatactgcgg 1620 

IIIIIIIMIMTIIIIIIIIIIIIMII IIIMITTIIIIMMIIITIMIIIITIM 
Sb]ct: 1561 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1620 

Query: 1621 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1680 

IIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIlTlllllllllllll 
sb]ct: 1621 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1680 

Query: 1681 gaaattaaagtttctgacttt 1701 

TllllllllTlllllTllMI 

sbjct: 1681 gaaattaaagtttctgacttt 1701 



>gi 1 6912283 I ref J NM_012113 , 
Length = 1757 



11 



Homo sapiens carbonic anhydrase XIV (CA14) , mRNA 



Score = 3350 bits (1690), Expect = 0.0 
Identities = 1698/1701 (99%) 
Strand = Plus / Plus 



Query: 1 gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 60 

TiTll iTlMinTlMMMTlTlTlTnillMM 
sb] ct : 40 gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 99 

Query: 61 atccaqaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 120 

lllllTlllMMIIMINIIIIlTllllllTllMIIIIMIMIIIIIlTlTlIM 
sbjct: 100 atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 159 



http://www.ncbi .nlm . nih.gov/blast/Blast. cgi 



7/26/04 



RID=1090847205-14412-74977656591.BLASTQ4. 



Page 5 of 20 



Query: 


121 


ch"i r1" • 




Query: 


181 


OUj (-La 




Query: 


241 




^ou 


Query: 


301 


cU-i • 
jUJ Li L • 




Query: 


361 




Ann 


Query: 


421 






Query: 


481 


J C L . 




Query I 


541 






Query: 


601 


J I. L ■ 


Dt-U 


Query: 


661 


OUJ C L . 


/uu 


Query: 


721 


buj C t . 


/DU 


Query: 


781 


jUJ C l • 




Query: 


841 


J C L . 


OOU 


Query: 


901 


Sbjct: 


940 


Query: 


961 



gacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 180 

llllllllll llTllTllllllllllllllllTllllllIlllTllillllllllllll 

gacagcaagaaaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 219 

tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 240 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIITIIIIIIIIIIIIIIIIIIIIIIIII 
tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 279 

ccaqtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 300 

lllTllllllTlllllllllllTTTlllllllTllTllllllllllll^ 

ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 339 

atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 360 

llllTlllllllllllllllillllTlllllllllllllllllllllllllllllTllll 

atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 399 

gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 420 
IIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIITIIIIIIIIIIIIIII 
gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 459 

cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatqac 480 

llTlllTlllTlTllllllllTlllllTllllTlllTllllTllT 

cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 519 

cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 540 

IIIIIIIIIMIIIMIIIIIIIIIlTllMlllllTllMlllllllllllllllllli 
cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 579 

ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 600 

lllllllllllTlllllTTllTTlllMlllTlllllllTllTllT 

ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 639 

cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 660 

IIIMIIIIIIIIIIIIIIIIIIIilllllllllllllllllllllllMIIIMIIIII 
cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 699 

tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 720 

llllllllllllllllllllllllllllllllllllllllllTlllllllllllllilll 
tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 759 

gctgagagqcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 780 

TllTlTlTTlllllTTTlllTTllTllllTTT 

gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 819 
aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 840 

lllllllllllllllllllllllllTllllllTlllTlllltlTllllllllllllT 

aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 879 
acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 900 

lIllllTllllllllllllllllllTlTllllTllllllllMlTllTTiT 

acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 939 
cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 960 

ITIIIIIIIITIIITIIIIIIIIIIIIIIIITIIIIIITITITITIII^ 

cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 999 
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Sbjct: 


1000 


Query: 


1021 


sbjct: 


1060 


Query: 


1081 


sbjct: 


1120 


Query: 


1141 


Sbjct: 


1180 


Query: 


1201 


sbjct: 


1240 


Query: 


1261 


Sbjct: 


1300 


Query: 


1321 


sbjct: 


1360 


Query: 


1381 


sbjct: 


1420 


Query: 


1441 


sbjct: 


1480 


Query: 


1501 


Sbjct: 


1540 


Query: 


1561 


Sbjct: 


1600 


Query: 


1621 


sbjct: 


1660 


Query: 


1681 


Sbjct: 


1720 



1059 



acagaagaggagccctctaagcttctggtacagaactaccqagcccttcaqcctctcaat 1080 

IIMIlTlTTllMllllllllllllllllllTlllllllIlTlllllM 

acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1119 
cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1140 

iiilllliiTiiilllllllilllllllliTllTlllllliTlllllllliiillllli^ 

cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1179 
ctgaqtctaqgtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1200 

llTlTllllMlTllTTllllllTTlinilTlllllTiM 

ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1239 
attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1260 

lllllllllllllllllllllllTllllllllllllllillllllllllllMIIIIIII 

attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1299 
gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1320 

llllllTllllllllllTlllllllllllllllllllllllllllllllillllllllll 

gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1359 
cttcatgcctatcaggaagcctctaaaatggggtqtaggatctggccagaaacactgtag 1380 

MIlllTlllllllTTllTllllllllllTTTTlTlinM 

cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1419 
gagtagtaagcagatgtcctccttcccctggacatctcttagagaggaatggacccaggc 1440 

llTllllllllllllTllllllllllllllllllllll lllllllllllllllllllll 

gagtagtaagcagatgtcctccttcccctggacatctcctagagaggaatggacccaggc 1479 
tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatqaq 1500 

llllllllllTTllTllllTllTlTllllllTlllllllllllllTll^ 

tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1539 
gaaatcgctgtgttgttaatgcagagancaaactctgtttagttgcaggggaagtttgqq 1560 

TlllllllllllllTllllllllllll lllllllllllllTlllllllTIlllllllll 

gaaatcgctgtgttgttaatgcagagaacaaactctgtttagttgcaggggaagtttggg 1599 
atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1620 

llllllllllllTllllllllllllllllllllllTTlllllllllllTllllllM 

atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1659 

qatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1680 

TlllllllllllTTlllllTlTllTllTllTllTllTllllllll^ 

gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1719 



?aaattaaagtttctgacttt 1701 
llllllllTlllllMIIII 
gaaattaaagtttctgacttt 1740 



>gi 1 6009639 1 dbi J AB02 5 904 , 1 1 
Length = 1757 



Homo sapiens mRNA for carbonic anhydrase 14, complete cds 



Score = 3350 bits (1690), Expect = 0.0 
Identities = 1698/1701 (99%) 
Strand = Plus / Plus 
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Query: 


1 




40 


Query: 


61 




100 


Query: 


121 






Query: 


181 




770 

^ ^ Vy 


Query: 


241 


chn r1" " 




Query: 


301 




^40 


Query: 


361 


^h"ir1- • 


400 


Query: 


421 


Z>U J L. L ■ 




Query: 


481 


C h T f f ■ 


J ^ w 


Query: 


541 


cU-i /-■»- • 
jUJ ^ L ■ 


jO\J 


Query: 


501 


JlJJ C L . 


RAH 


Query: 


661 


OU J L. L • 


700 
/ \J\J 


Query: 


721 


OUJ L. L . 




Query: 


781 


sbjct: 


820 


Query: 


841 



^agactgcagaggg^ 60 
gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 99 



atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 

llllllllllllllllllllilillTllllllllllllllllllllllMIIIIIIIIII 
atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 

gacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 

TlllTlllTl llTllTlIllllllllllllllTMiniTlllTlllTlllllllllM 

gacagcaagaaaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 

tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 
llllllllllillllllMlllllllllllllllilllllllllllllTlllllllllll 
tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 

ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 



120 
159 



180 
219 



240 
279 



300 
339 



360 



atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 
atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 399 

gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 420 

TlllllllllllTlllllllllllllllllllllllllllllllllllllllllllllll 

gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 459 

cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 480 

IITIIITIIITITIIIIIIIITMIIITIIIITIIIIIIIITIIT 

cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 519 
cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 540 

iiiiiiiiiimTiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 579 



IIIMIIIIIIIIIIIIIIIIIIIIIIIIIlTllllllllllllllllllTlllllllll 
ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 639 

cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 660 

llllTTTTlllTlllTTllll IIITTTTTIM 

cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 699 
tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 720 

IIIIIIIITIIIIIIIIIIIIMIIIIIIIIIITIIIIIIIITIIITIIIIM 

tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 759 
gctqagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 780 

MMlTllTllllllllllllllllllllTTTlllllllllllllTMT 

gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 819 
aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 840 

IIIIIITIIIIITIIIIIIIIIITIIIIIIIITIIITIITIIITTI^ 

aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 879 
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acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 
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OOXJ 


Query: 


901 






Query: 


961 






Query: 


1021 


OU J ^ I. « 




Query: 


1081 






Query: 


1141 




1 1 RO 


Query: 


1201 






Query: 


1261 


chi r1- ■ 
J L. L • 




Query: 


1321 


<;hir1-- 




Query: 


1381 




X*t£ V/ 


Query: 


1441 




x*iou 


Query: 


1501 


J V. L • 




Query: 


1561 




XQUU 


Query: 


1621 




xoou 


Query: 


1681 


Sbjct: 


1720 



939 



cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 960 

llllllllllTlllllllllllllllllilllllllllllllllllllilllllllllll 

cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 999 
tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1020 

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiimiiMiiiiiiiM 

tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1059 
acaqaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1080 

lllTllTlTTlIllllllllTlllllTTllllliiiiiiiTiT 

acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1119 

cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1140 

lllllillllllilMIIIIIIIIIIIIIIMIIIIIilllllllllllllillllMII 
cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1179 

ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1200 

iiiiiiiiitTmimiiimiiiiiiiimiiiiiiiiiiiiiiiiTiiiiiim 

ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1239 
attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1260 

Mill IITIIIII lllTTllTllTlTTlinilll llTlin 

attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1299 
gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1320 

TllllllllllMllllllllllllllllllllllllllllllTlllTllllllllllll 

gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1359 
cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1380 

IIMI iTlMllllTTllTllllllllMTTlTlTllTTlllM 

cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1419 

gagtagtaagcagatgtcctccttcccctggacatctcttagagaggaatggacccaggc 1440 

lllilllllllllllTlllllllMIIIIIIIIIIIII lilllllTlllllllllllll 
gagtagtaagcagatgtcctccttcccctggacatctcctagagaggaatggacccaggc 1479 

tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1500 

iTlll IIIMTTliTlillTllTllMllllTllMIMIIIIIMIlTT 
tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1539 



gaaatcgctgtgttgttaatgcagagancaaactctgtttagttgcaggggaagtttggg 

TlllllTllTlTllllllllTtlTlTl IIIIMIlTllllTllTllMMIlTlllTTT 

gaaatcgctgtgttgttaatgcagagaacaaactctgtttagttgcaggggaagtttggg 

atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 

IIMI MIIMlTlllllllllllllllMIIIMIII IIIIIIIIIITIIIMIITITT 
atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 



1560 
1599 



1620 
1659 



1680 



gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 

IIMI IMIIIIMIIMIMMIIMIIlTllTMTllMIMIlTlllMIIIIIIlT 
gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1719 



1701 



gaaattaaagtttctgacttt 
TllllllllTlllllTlllll 
gaaattaaagtttctgacttt 1740 
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>fli 12?.76042,:Mdbj[iAK074765 . 1] Hi 
CARBONIC ANHYDRASE VI 
Length = 1771 



I Homo sapiens cDNA FLJ90284 fis, clone NT2RP1000613, weakly si 
(EC 4.2.1.1) 



Score = 3313 bits (1671), Expect = 0.0 
Identities = 1682/1686 (99%) 
Strand = Plus / Plus 



Query: 


1 


Sbjct: 


86 


Query: 


61 


Sbjct: 


146 


Query: 


121 


sbjct: 


206 


Query: 


181 


Sbjct: 


266 


Query: 


241 


Sbjct: 


326 


Query: 


301 


Sbjct: 


386 


Query: 


361 


Sbjct: 


446 


Query: 


421 


sbjct: 


506 


Query: 


481 


sbjct : 


566 


Query: 


541 


Sbjct: 


626 


Query: 


601 


sbjct: 


686 


Query: 


661 


sbjct: 


746 



gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttqtcctgqgq 60 

lllllllllllllllllllllTllllllllillllllTlllllllllllllillllllll 

gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 145 
atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaqa 120 

llllllllllllllllllllllllllllllllllllillillllilllllllllilMII 

atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 205 

gacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 180 
IIMIMIIIIIIIIITIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIII 
gacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 265 

tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 240 

iiiiiiimiiiiiiiiiiiiiiiiiimiTmiTiiiiitiiiiiiitiiiiiiiiiii 

tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 325 

ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 300 
MIIMIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 
ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 385 

atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 360 

lllllllllllTTllllllllTllllllllllllllll TlllMllllllillllllM 

atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 445 
qaccattgqccaqcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 420 

TllllllTTMlTlllllllllllTlTlTlTTlllllllIIIII^ 

gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 505 

cagacagacagtgtgacatttqaccctgatttgcctgctctgcagccccacggatatgac 480 
lllllllllllllllllllllTlllllllllllllllMllillllllllllllllllll 
cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 565 

cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 540 

llllllllllllllllilllllllllllllllllllllllllllllllllllllllllll 

cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 625 
ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 600 

liliiiiilllTlllliTiiililllllliliillllllIllTllTllMillllllM 

ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 685 
cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 660 

llllllIllllllllTllllllllTl TTllllllllllllllllllllTlIllTlllll 

cactggggtcagaaaggatccccaggtgggtcagaacaccagatcaacagtgaagccaca 745 
tttgcagagctccacattqtacattatgactctgattcctatgacagcttgagtgaggct 720 

lllTllTlTlllllllllTllllllllTlllllTlllliiiiTlIlT 

tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 805 
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Query: 


721 


Sbjct: 


806 


Query: 


781 


Sbjct: 


866 


Query: 


841 


Sbjct: 


926 


Query: 


901 


sbjct: 


986 


Query: 


951 


sbjct: 


1046 


Query: 


1021 


sbjct: 


1106 


Query: 


1081 


Sbjct: 


1166 


Query: 


1141 


Sbjct: 


1226 


Query: 


1201 


sbjct: 


1286 


Query: 


1261 


Sbjct: 


1346 


Query: 


1321 


Sbjct: 


1406 


Query: 


1381 


Sbjct: 


1466 


Query: 


1441 


Sbjct: 


1526 


Query: 


1501 


Sbjct: 


1586 


Query: 


1561 



780 



gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 865 
aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 840 

llllllTlllilTllllllllllTlTllllMTlllTllTlllIT 

aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 925 

acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 900 
IIIIIIMIIIIIIIIIIIIIIIIillllNIIIIIIIIIIIIIIIIIIIIIIIIIIIII 
acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 985 

cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 960 
IIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIM MM 
cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagctttt 1045 

tatagaaqgtcccagatttcaatqgaacaqctggaaaagcttcaggggacattgttctcc 1020 

MMTMTTMMITMMMMTTMIITMTTMMT TTTTMMITMMM 

tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1105 

acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1080 

IMM IIMIMMMMMMMMMMMMMMMMMMMMMM MMM 
acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1165 

cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1140 

MMIMMMMMMMMMMMMMMMMMMMIMMMIMMMMI 
cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1225 

ctgagtctaggtgtaqgaatcttggttggctgtctctgccttctcctggctgtttatttc 1200 

MMMMMMMMMNMIIMMMIIMMMMMMMMMMMMMM 
ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1285 

attqctagaaaqattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1260 

mmmmmiTmmmmtmmttmttmmmTmiTitmm^ 

attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1345 

gcacaaqccacqactgaggcataaattccttctcagataccatggatgtggatgacttcc 1320 

TmmmmmimmmtmmmmmmmmTmmmmTmTitm 

gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1405 
cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1380 

mmmmmmm mmmmmmTmmmmmiiimiimmimimi 

cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1465 
gagtagtaagcagatgtcctccttcccctggacatctcttagagaggaatggacccaggc 1440 

mmmmmmmmmmmmmmmmmmm mmimmmmmmiiii 

gagtagtaagcagatgtcctccttcccctggacatctcctagagaggaatggacccaggc 1525 

tqtcattccaqgaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1500 

IIMMMMTTMTMMTMTlTMMMTMIMMMMMTMTTin 
tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1585 

gaaatcgctgtgttgttaatgcagagancaaactctgtttagttgcaggggaagtttggg 1560 

IIIIIMIIIIIIIIIIIIITIIIIII llllllllTllllTllTllllllllllllIlT 

gaaatcgctgtgttgttaatgcagagaacaaactctgtttagttgcaggggaagtttggg 1645 



atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 

llllllllllllllllllllllllllllllllllinillllllllllTllllMlTlIT 



1620 
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sbjct: 1646 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1705 
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Query: 1621 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1680 

TlllllllllllllllllllllllllllllTlllllTlllllllllllllllllllMiT 
Sbjct: 1706 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1765 

Query: 1681 gaaatt 1686 

TUMI 

sbjct: 1766 gaaatt 1771 



> a-{ j 21706778 1 qb I Bc:034412 , 1 1 Homo sapiens carbonic anhydrase XIV, mRNA (cDNA clone MGC:3^ 

IMAGE: 5175251), complete cds 
Length = 1767 

score = 3299 bits (1664), Expect = 0.0 
Identities = 1669/1671 (99%) 
Strand = Plus / Plus 



Query: 


31 


chn rt ' 

JU J ^» u ■ 


1 

X 


Query: 


91 






Query: 


151 


J C. u • 


±£. J. 


Query: 


211 


i>D J CL . 


1 R1 
XO J. 


Query: 


271 


Sbjct: 


241 


Query: 


331 


Sbjct: 


301 


Query: 


391 


Sbjct: 


361 


Query: 


451 


Sbjct: 


421 


Query: 


511 


sbjct: 


481 


Query: 


571 


sbjct: 


541 



caaagaggcaqcaagagatttgtcctggggatccagaaacccatgataccctactgaaca 90 

MIIIIIMlTlMlllllllllllllllllllllTlllllMlTlllllllllillMI 
caaagaggcagcaagagatttgtcctggggatccagaaacccatgataccctactgaaca 60 

ccgaatcccctggaagcccacagagacagagacagcaagagaagcagagataaatacact 150 

llllllllllllllllllllllllTlllllTllllllllllllTllllllllllllllll 

ccgaatcccctggaagcccacagagacagagacagcaagagaagcagagataaatacact 120 
cacgccagqagctcgctcgctctctctctctctctctcactcctccctccctctctctct 210 

lllTlllTTlTlllTlllTllllllllllllllllllllllllllllllill^ 

cacgccaggagctcgctcgctctctctctctctctctcactcctccctccctctctctct 180 
gcctgtcctagtcctctagtcctcaaattcccagtcccctgcaccccttcctgggacact 270 

liiiiiiiiiTiiiiiiiiiiiiiiiiiiiiiiTiiiiiiiiiiiiiiiiiiiiiiiiii 

gcctgtcctagtcctctagtcctcaaattcccagtcccctgcaccccttcctgggacact 240 
atgttgttctccgccctcctgctggaggtgatttggatcctggctgcagatgggggtcaa 330 

llllllllllllllllllllllllllTlllllllllllliiiillTllllllllllllll 

atgttgttctccgccctcctgctggaggtgatttggatcctggctgcagatgggggtcaa 300 
cactggacqtatqagqqcccacatggtcaggaccattggccagcctcttaccctgagtgt 390 

IIIITTIITIIITIITTIIIIIIITTIIITIIIIIIIM 

cactggacgtatgagggcccacatggtcaggaccattggccagcctcttaccctgagtgt 360 

ggaaacaatgcccagtcgcccatcgatattcagacagacagtgtgacatttgaccctgat 450 

iTlMllllTlllllllllMIIIIIIIIIIIIIIIIIIIIIIlTllllllllllM 
ggaaacaatgcccagtcgcccatcgatattcagacagacagtgtgacatttgaccctgat 420 

ttgcctgctctgcagccccacggatatgaccagcctggcaccgagcctttggacctgcac 510 

llTlllTlllllllllllllinilllTllllTlllTTllllTiT 

ttgcctgctctgcagccccacggatatgaccagcctggcaccgagcctttggacctgcac 480 
aacaatggccacacagtgcaactctctctgccctctaccctgtatctgggtggacttccc 570 

lllllllllllllllTlTllllllllllllllllllllllllllllllTTlTll^ 

aacaatggccacacagtgcaactctctctgccctctaccctgtatctgggtggacttccc 540 

cgaaaatatgtagctgcccaqctccacctqcactggggtcagaaaggatccccagggggg 630 
IIIIIMIMIIIIMIIIlTlMlllllTllllTTlllllTlllM 
cgaaaatatgtagctgcccagctccacctgcactggggtcagaaaggatccccagggggg 600 
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Query 
sbjct 

Query 
Sbjct 

Query 
sbjct 

Query 
Sbjct 

Query 
Sbjct 

Query 
Sbjct 

Query 
sbjct 

Query 
Sbjct 

Query 
Sbjct 

Query 
sbjct 

Query 
sbjct 

Query 
Sbjct 

Query 

Sbjct 

Query 
Sbjct 

Query 



631 tcaqaacaccagatcaacagtgaagccacatttgcagagctccacattgtacattatgac 690 

IllTlllllllllllllllTlTllllllllllllllllTlllllllllTllillM 

601 tcagaacaccagatcaacagtgaagccacatttgcagagctccacattgtacattatgac 660 
691 tctgattcctatgacagcttgagtgaggctgctgagaggcctcagggcctggctgtcctg 750 

llllllllllllllllllllTllillTllllllTlIllllllllllTlllM 

661 tctgattcctatgacagcttgagtgaggctgctgagaggcctcagggcctggctgtcctg 720 
751 qgcatcctaattgaggtgggtgagactaagaatatagcttatgaacacattctgagtcac 810 

TTllllllllllTlTTlTlTlTlTlllllTllllIlT 

72 1 ggcatcctaattgaggtgggtgagactaagaatatagcttatgaacacattctgagtcac 780 

811 ttgcatgaagtcaggcataaagatcagaagacctcagtgcctcccttcaacctaagagag 870 

lillllllllllllllllMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 
781 ttgcatgaagtcaggcataaagatcagaagacctcagtgcctcccttcaacctaagagag 840 

871 ctgctccccaaacagctggggcagtacttccgctacaatggctcgctcacaactccccct 930 

llIlllllllllliTlllllllllllllllllllllllllllllllllllilllllllll 

841 ctgctccccaaacagctggggcagtacttccgctacaatggctcgctcacaactccccct 900 



931 
901 



991 



tgctaccagagtgtgctctggacagttttttatagaaggtcccagatttcaatggaacag 990 

iTllllllTlTlTlTllllTTlllTlllllllllTllTTl^ 

tgctaccagagtgtgctctggacagttttttatagaaggtcccagatttcaatggaacag 960 



ctqgaaaagcttcaggggacattgttctccacagaagaggagccctctaagcttctggta 1050 
IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIilllll 
961 ctggaaaagcttcaggggacattgttctccacagaagaggagccctctaagcttctggta 1020 

1051 cagaactaccgagcccttcagcctctcaatcagcgcatggtctttgcttctttcatccaa 1110 

llTlllllllTlTlllMllllllMllllllTlTMIMIIIIlTlll^ 
1021 cagaactaccgagcccttcagcctctcaatcagcgcatggtctttgcttctttcatccaa 1080 



1111 gcai 



ggatcctcgtataccacaggtgaaatgctgagtctaggtgtaggaatcttggttggc 1170 
IMIIIIIIIMIIIIIIIlTllllllllllTlTllllllMIIMIIIIIIMlin 



1081 gcaggatcctcgtataccacaggtgaaatgctgagtctaggtgtaggaatcttggttggc 1140 
1171 tgtctctgccttctcctggctgtttatttcattgctagaaagattcggaagaagaggctg 1230 

lllllllllllllllllllllTlllllllllllTllllllllllllllllllllllllll 

1141 tgtctctgccttctcctggctgtttatttcattgctagaaagattcggaagaagaggctg 1200 
1231 gaaaaccqaaagagtqtqgtcttcacctcagcacaagccacgactgaggcataaattcct 1290 

TllllllTlllllTlTlTTlllllllllllTlllllTllllll^ 

1201 gaaaaccgaaagagtgtggtcttcacctcagcacaagccacgactgaggcataaattcct 1260 
1291 tctcagataccatggatgtggatgacttcccttcatgcctatcaggaagcctctaaaatg 1350 

IMIlTllllllllTlllllTlllllllllllllllllllllllTTliTlllM 

1261 tctcagataccatggatgtggatgacttcccttcatgcctatcaggaagcctctaaaatg 1320 
1351 gqgtgtaggatctgqccagaaacactgtaggagtagtaagcagatgtcctccttcccctg 1410 

iTlllllllllllTTllllllllMlTlllllTlllMlTllllllilll^ 

1321 gggtgtaggatctggccagaaacactgtaggagtagtaagcagatgtcctccttcccctg 1380 



1411 gacatctcttaqagaqgaatggacccaggctgtcattccaggaagaactgcagagccttc 

Tlllllll llTlTlTTllinilllinilllllllllinilTllIlT 



1470 



1381 gacatctcctagagaggaatggacccaggctgtcattccaggaagaactgcagagccttc 1440 
1471 agcctctccaaacatgtaggaggaaatgaggaaatcgctgtgttgttaatgcagaganca 1530 
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Sb] ct : 1441 agcctctccaaacatgtaggaggaaatgaggaaatcgctgtgttgttaatgcagagaaca 
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1500 



Query: 1531 aactctgtttagttgcaggggaagtttgggatataccccaaagtcctctaccccctcact 1590 

IIIIIIIMIlTl IIIIIIIIIITIIITTIIIIIIIM IMII IMnilllll lllll^ 
Sb]ct: 1501 aactctgtttagttgcaggggaagtttgggatataccccaaagtcctctaccccctcact 1560 

Query: 1591 tttatggccctttccctagatatactgcgggatctctccttaggataaagagttgctgtt 1650 

lllllllllllll lllllTll lllllllTllllll III IIIIIIIIMMIIIIIIlTll 

sbjct: 1561 tttatggccctttccctagatatactgcgggatctctccttaggataaagagttgctgtt 1620 
Query: 1651 gaagttgtatatttttgatcaatatatttggaaattaaagtttctgacttt 1701 

TllTllTllMlllllTlllllMllllllTlMlllllTlllllIIIIII 

sbjct: 1621 gaagttgtatatttttgatcaatatatttggaaattaaagtttctgacttt 1671 



>glLia30M20iembjAL^ 

complete sequence 
Length = 132823 



Human DNA sequence from clone RP4-790G17 on chromosome lq21.1- 



Score = 948 bits (478), Expect = 0.0 
Identities = 483/485 (99%) 
Strand = Plus / Plus 



Query: 


1217 


sbjct: 


78784 


Query: 


1277 


sbjct: 


78844 






sbjct: 


78904 


Query: 


1397 


sbjct: 


78964 


Query: 


1457 


Sbjct: 


79024 


Query: 


1517 


Sbjct: 


79084 


Query: 


1577 


Sbjct: 


79144 


Query: 


1637 


Sbjct: 


79204 


Query: 


1697 


Sbjct: 


79264 



ggaaqaagaggctggaaaaccgaaagagtgtggtcttcacctcagcacaagccacgactg 1276 

llllTlllllllillllillllllllllllllllllllllllllllllllllllllllll 
ggaagaagaggctggaaaaccgaaagagtgtggtcttcacctcagcacaagccacgactg 78843 

aggcataaattccttctcagataccatggatgtggatgacttcccttcatgcctatcagg 1336 

ITTIIIIIIIIMIIIIIIT lllllllTTllTlTTllTllllllll^ 

aggcataaattccttctcagataccatggatgtggatgacttcccttcatgcctatcagg 78903 

aagcctctaaaatggggtgtaggatctggccagaaacactgtaqgaqtaqtaaqcaqatg 1396 

llTllllllllllTlTTlTl iTTllllTTlllTlllllllTllTTlTllTlllTllTll^ 

aagcctctaaaatggggtgtaggatctggccagaaacactgtaggagtagtaagcagatg 78963 
tcctccttcccctggacatctcttagagaggaatggacccaggctgtcattccaggaaga 1456 

llllllllllllllllllllil llllTiiTillTllllllllllllllllllMillll 

tcctccttcccctggacatctcctagagaggaatggacccaggctgtcattccaggaaga 79023 

actgcagagccttcagcctctccaaacatgtaggaggaaatgaggaaatcgctgtgttgt 1516 

IMIMIlTllllMIIIIIIIIIIIIIIIIIIIIMIMIMTTlllllTllTlllM 
actgcagagccttcagcctctccaaacatgtaggaggaaatgaggaaatcgctgtgttgt 79083 

taatgcagagancaaactctgtttagttgcaggggaagtttgggatataccccaaagtcc 1576 

llllTllTlTl IIMIIIlTllllTllTllTTTTllTllimilllll^ 

taatgcagagaacaaactctgtttagttgcaggggaagtttgggatataccccaaagtcc 79143 
tctaccccctcacttttatggccctttccctagatatactgcgggatctctccttaggat 1636 

lllllMllllllllllMTTlllllllllllTlllllllTlTlTlUllll^ 

tctaccccctcacttttatggccctttccctagatatactgcgggatctctccttaggat 79203 
aaagagttgctgttgaagttgtatatttttgatcaatatatttggaaattaaagtttctg 1696 

MlTlTllTllTllTMTllTlllllMllTlMlllllllllTlll^ 

aaagagttgctgttgaagttgtatatttttgatcaatatatttggaaattaaagtttctg 79263 



acttt 1701 
Mill 
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score = 648 bits (327), Expect = 0.0 
Identities = 327/327 (100%) 
Strand = Plus / Plus 

Query: 1 qagactqcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctggg 60 

TlTlllTllTlTniTlllllTlTllMMIIIM 

Sbjct: 72046 gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 72105 

Query: 61 atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 120 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Sb3Ct: 72106 atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 72165 

Query: 121 gacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 180 

IIIIIIIIIIIIIIIITIIIIIIIIIIIIIIIIIIIIIIIIMITIIMIIIIIIIIIII 

Sbjct: 72166 gacagcaagagaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 72225 

Query: 181 tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 240 

IIIIIMIIIIIIIIMMIIIIIIIMIMIilTlllMTlllllllTlllllllllll 
Sbjct: 72226 tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 72285 

Query: 241 ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 300 

lllllllllllllllillllllllllllllllllllllllllllllllllTllTTllT 
Sbjct: 72286 ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 72345 

Query: 301 atttggatcctggctgcagatgggggt 327 

llllTllllllMllTllTlimTTl 

sbjct: 72346 atttggatcctggctgcagatgggggt 72372 



Score = 359 bits (181), Expect 
Identities = 181/181 (100%) 
Strand = Plus / Plus 



= le-95 



Query: 346 ggcccacatggtcaggaccattggccagcctcttaccctgagtgtggaaacaatgcccag 405 

llllilllllTllllllllllllTllllllllllllllllllllllIlllllllTlIM 
Sbjct: 75649 ggcccacatggtcaggaccattggccagcctcttaccctgagtgtggaaacaatgcccag 75708 



Query: 
Sbjct: 



406 



465 



tcgcccatcgatattcagacagacagtgtgacatttgaccctgatttgcctgctctgcag 

llTllllllTlllllllTlllTlllTlTllllllllTlllllTiM 

75709 tcgcccatcgatattcagacagacagtgtgacatttgaccctgatttgcctgctctgcag 75768 



Query: 466 ccccacggatatgaccagcctggcaccgagcctttggacctgcacaacaatggccacaca 525 

IIIIIITTIIIITIIIITIIITTIIIITITIIIIITTIIIIT 

sbjct: 75769 ccccacggatatgaccagcctggcaccgagcctttggacctgcacaacaatggccacaca 75828 



Query: 
Sbjct: 



526 



526 



75829 g 75829 



Score = 317 bits (160), Expect = 4e-83 
Identities = 160/160 (100%) 
Strand = Plus / Plus 

Query: 831 aqatcagaagacctcagtgcctcccttcaacctaagagagctgctccccaaacagctggg 890 

iTllllTllTllllllllTllllllllllllllllTlTlTllTlllll^ 
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Sbjct: 77231 agatcagaagacctcagtgcctcccttcaacctaagagagctgctccccaaacagctggg 77290 

Query : 891 qcagtacttccgctacaatqgctcqctcacaactcccccttgctaccagagtgtgctctg 950 

TllTlllllllllllllllTTlllTllllllllllllllllTllllilTiT 

Sb]ct: 77291 gcagtacttccgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctg 77350 

Query: 951 gacagttttttatagaaggtcccagatttcaatggaacag 990 

TllllllllllllllllMlllllTllllllllTTllllT 
Sbjct: 77351 gacagttttttatagaaggtcccagatttcaatggaacag 77390 



Score = 293 bits (148). Expect = 6e-76 
Identities = 148/148 (100%) 
Strand = Plus / Plus 

Query: 522 cacagtgcaactctctctgccctctaccctgtatctgggtggacttccccgaaaatatgt 581 

IIIIIIIIIIIIIIMIIIIIillMlllililllllllllilllNIIIIIIIIIIIII 
Sb]ct: 76344 cacagtgcaactctctctgccctctaccctgtatctgggtggacttccccgaaaatatgt 76403 

Query: 582 agctgcccagctccacctgcactggggtcagaaaggatccccaggggggtcagaacacca 641 

IIIIIIIIIIIIIIIIIIIIIIIIITIIIIIIIITIIMIIIIIMMIIIIIIMIII^ 
Sb]ct: 76404 agctgcccagctccacctgcactggggtcagaaaggatccccaggggggtcagaacacca 76463 

Query: 642 gatcaacagtgaagccacatttgcagag 669 

TlllllllTlTllTllllllllTllTiT 

sbjct: 76464 gatcaacagtgaagccacatttgcagag 76491 



score = 246 bits (124), Expect = le-61 
Identities = 124/124 (100%) 
Strand = Plus / Plus 

Query: 988 cagctggaaaagcttcaggggacattgttctccacagaagaggagccctctaagcttctg 1047 

IITIITTIIIITIIIIITTTTIIIIITIIIIIIIIITIIT 

sbjct: 77487 cagctggaaaagcttcaggggacattgttctccacagaagaggagccctctaagcttctg 77546 
Query: 1048 gtacagaactaccgagcccttcagcctctcaatcagcgcatggtctttgcttctttcatc 1107 

TllllTlllllllTlTlllllllTlllllllllllTlTlllTTlIM 

sbjct: 77547 gtacagaactaccgagcccttcagcctctcaatcagcgcatggtctttgcttctttcatc 77606 

Query: 1108 caag 1111 
Sbjct: 77607 caag 77610 



Score = 198 bits (100), Expect = 3e-47 
Identities = 100/100 (100%) 
Strand = Plus / Plus 

Query: 668 agctccacattgtacattatgactctqattcctatgacagcttgagtgaggctgctgaga 727 

IIIIIIIIIMTllllllllTlllllTllllllllllllllllllTllllllilliT 

sbjct: 76714 agctccacattgtacattatgactctgattcctatgacagcttgagtgaggctgctgaga 76773 
Query: 728 ggcctcagggcctggctgtcctgggcatcctaattgaggt 767 

TTlllllTTTllinilTllllTTTllllllllllTlT^ 

sbjct: 76774 ggcctcagggcctggctgtcctgggcatcctaattgaggt 76813 
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Score = 176 bits (89), Expect = le-40 
Identities = 89/89 (100%) 
Strand = Plus / Plus 
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Query: 1130 



1189 



riTTl?iri III iTlTl I riTTlTriTTl ll 

Sbjct: 77982 caggtgaaatgctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctgg 78041 



Query: 1190 ctgtttatttcattgctagaaagattcgg 1218 

lllllllllllllllllllllllllllll 
Sbjct: 78042 ctgtttatttcattgctagaaagattcgg 78070 



Score = 137 bits (69). Expect = 9e-29 
Identities = 69/69 (100%) 
Strand = Plus / Plus 

Query: 764 aggtgqgtgagactaagaatatagcttatgaacacattctgagtcacttgcatgaagtca 823 

IIIIITIIIIIIIIIITIIIIIIIIIIIITIIIIIIIMIIIIIIIIIITIIIIIIIII^ 

sbjct: 76993 aggtgggtgagactaagaatatagcttatgaacacattctgagtcacttgcatgaagtca 77052 
Query: 824 ggcataaag 832 

TTllllIlT 

sbjct: 77053 ggcataaag 77061 



Score = 50.1 bits (25), Expect = 0.016 
Identities = 25/25 (100%) 
Strand = Plus / Plus 



Query: 1110 agcaggatcctcgtataccacaggt 1134 

lllllllllllllllllllllllll 
Sbjct: 77848 agcaggatcctcgtataccacaggt 77872 



score = 46.1 bits (23), Expect = 0.25 
Identities = 23/23 (100%) 
Strand = Plus / Plus 



Query: 325 ggtcaacactggacgtatgaggg 347 

TTllllllllTTllTlllTlTTT 

sbjct: 74337 ggtcaacactggacgtatgaggg 74359 



>g1 128422259 1 qb I BC046995>1| Mm Mus musculus carbonic anhydrase 14, mRNA (cDNA clone MGC:5468C 
IMAGE : 6491779) , complete cds 
Length = 1654 

score = 805 bits (406), Expect = 0.0 
Identities = 844/990 (85%) 
Strand = Plus / Plus 

Query: 270 tatgttgttctccgccctcctgctggaggtgatttggatcctggctgcagatgggggtca 329 

IIITIITIIII III IIIIlT I iTTlTl IITTIMIIITIITIITIITTTTTIII 

Sb] ct : 247 tatgttgttcttcgctctcctgttaaaggtgacttggatcctggctgcagatgggggtca 306 

Query: 330 acactggacgtatgagggcccacatggtcaggaccattggccagcctcttaccctgagtg 389 

illMTli lllTl TTllllll TTlllTlllllllTTlll lllllll lllTlIlT 

sb] ct : 307 ccactggacatatgaaggcccacacggtcaggaccattggccaacctcttatcctgagtg 366 
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Query: 


390 




5D / 


Query: 


450 




7 


Query: 


510 


5Dj Ct . 


*rO / 


Query: 


570 


bUJ C U . 


Q A7 


Query: 


630 


bU J C L . 


fin 7 


Query: 


690 


5>UJ C t . 


DO / 


Query: 


750 


5uj C L . 


7*5 7 


Query: 


810 


bujCt . 


70 7 

/o / 


Query: 


870 


C t\ -I ^ -f- • 

bU J C L . 




Query: 


930 


bD] C t . 


Qn7 

yu/ 


Query: 


990 


chnV-l- • 
bUJ C t • 




Query: 


1050 


bu] ct : 


*i n o 7 


Query: 


1110 


bu] cr . 


1 no 7 


Query: 


1170 


Sbjct: 


1147 



tggaaacaatgcccagtcgcccatcgatattcagacagacagtgtgacatttgaccctga 449 
Mil I llllllllll llllll MM MlMMMMMMI MMIMM M 
tggaggcgatgcccagtcccccatcaatatccagacagacagtgtgatatttgaccccga 426 

tttgcctgctctgcagccccacggatatgaccagcctggcaccgagcctttggacctgca 509 
I MMMM I MIMMI MMMIMMM Ml M IMMMMM MM 
tctgcctgctgtacagccccatggatatgaccagcttgggactgagcctttggatctaca 486 

caacaatggccacacagtgcaactctctctgccctctaccctgtatctgggtggacttcc 569 

Ml lllTTlll lllTlTll II II IITIII I IIIIIT I llTTTlTTlll II 

caataatggccatacagtgcagctttccctgcccccaaccctgcacctgggtggactgcc 546 

ccgaaaatatgtagctgcccagctccacctqcactggggtcagaaaggatccccaggggg 629 

MIIIIMI Ml IIIMMIIIMMTIIIIIIIIIIMI MIMMI T III 
ccgaaaatacacagcagcccagctccacctgcactggggtcagagaggatccctcgaggg 606 

gtcagaacaccagatcaacagtgaagccacatttgcagagctccacattgtacattatga 689 

Mill llllllllllllllllllTllll III IIIIIMII I II II lllTl 
atcagagcaccagatcaacagtgaagccacggctgcggagctccacgtggttcactatga 666 

ctctgattcctatgacagcttgagtgaggctgctgagaggcctcagggcctggctgtcct 749 

III I Mill IITIIITITITITII III Ml III IITMIIITTIITIIII 

ctcccagtcctacagcagcttgagtgaggcagctcagaagccacagggcctggctgtcct 726 

gggcatcctaattgaggtgggtgagactaagaatatagcttatgaacacattctgagtca 809 

MIMMI lllllllllll llllll Mill MMIMM lllllllllllll 
aggcatcctcattgaggtgggcgagactgagaatccagcttatgatcacattctgagtcg 786 

cttgcatgaagtcaggcataaagatcagaagacctcagtgcctcccttcaacctaagaga 869 

I llllll I IT I IIITIIIITIMIIMI TiTllllllllll I I ITITI 

tctacatgaaataagatacaaagatcagaagacctctgtgcctcccttcagcgtgagaga 846 

gctgctccccaaacagctqgggcagtacttccgctacaatggctcgctcacaactccccc 929 

III! Mill IMIIIlIl III I IIIIIIIIIIM Tllll llllllllllllll 
gctgttcccccaacagctggagcaattcttccgctacaacggctcactcacaactccccc 906 

ttgctaccagagtgtgctctggacagttttttatagaaggtcccagatttcaatggaaca 989 

llllllllllTllllllMIIIIIII II I llllll lllllllllllllll III 
ctgctaccagagtgtgctctggacagtcttcaacagaagggcccagatttcaatgggaca 966 



?ctggaaaagcttcaggggacattgttctccacagaagaggagccctctaagcttctggt 
I 11 Mill MM TllllMI III IIIIIlTlTTi llllll III II II 
gttagagaagctccaggagacattgtcctctacagaagaggacccctctgagccccttgt 



1049 
1026 



1109 



acagaactaccgagcccttcagcctctcaatcagcgcatggtctttgcttctttcatcca 

lllTllllll TiT II IITIIIIIIII III 1 I IIIIITIIIIIIIIIIIII 

acagaactacagagtcccccagcctctcaaccagaggaccatctttgcttctttcatcca 1086 
agcaggatcctcgtataccacaggtgaaatgctgagtctaggtgtaggaatcttggttgg 1169 

ITIIIII I IIIIIIIIIITT 11 IIIIlT IIIIMIlTl TTllllliTT Ml 

agcaggaccactgtataccacaggagagatgctgggtctaggtgtgggaatcttggctgg 1146 

ctgtctctgccttctcctggctgtttatttcattgctagaaagattcggaagaagaggct 1229 

Mill MIMMI MTTIMMMMMM Til llllll TTlMlll MM 
atgtctttgccttctgctggctgtttatttcatcgctcaaaaaattaggaagaagcggct 1206 



Query: 1230 ggaaaaccgaaagagtgtggtcttcacctc 1259 

http://www.ncbi.nlm. nih.gov^last/Blast.cgi 
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II MM I li llllllll llllllll 
Sbjct: 1207 gggaaacaggaaaagtgtggttttcacctc 1236 
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>gi j 6753263 J refiNr^.„011797, 
Lehgich = 1624 



11 



Mus musculus carbonic anhydrase 14 (Carl4), mRNA 



Score = 805 bits (406), Expect =0.0 
Identities = 844/990 (85%) 
Strand = Plus / Plus 



Query: 


270 


Sbjct: 


265 


Query: 


330 


Sbjct: 


325 


Query: 


390 


sbjct: 


385 


Query: 


450 




445 

IT J 


Query: 


510 






Query: 


570 


jU J ^ L ■ 




Query: 


630 


J ^ L ■ 




Query: 


690 


jU J t_ U . 




Query: 


750 


Sbjct: 


745 


Query: 


810 


Sbjct: 


805 


Query: 


870 


Sbjct: 


865 


Query: 


930 


Sbjct: 


925 



tatgttgttctccgccctcctgctggaggtgatttggatcctggctgcagatgggggtca 329 

lllllllllll III llllll I IIIITI llTlllllllllllllllllllTTlll 

tatgttgttcttcgctctcctgttaaaggtgacttggatcctggctgcagatgggggtca 324 

acactqqacgtatgagggcccacatggtcaggaccattggccagcctcttaccctgagtg 389 

IIIIMII Mill TTllllll TTIIITTIIIIIIMIII IIIIMI lllTlTlT 

ccactggacatatgaaggcccacacggtcaggaccattggccaacctcttatcctgagtg 384 

tggaaacaatgcccagtcgcccatcgatattcagacagacagtgtgacatttgaccctga 449 

MM I IIIMIIIII IIIMI MM llTlllllllllTlll lllllllll M 
tggaggcgatgcccagtcccccatcaatatccagacagacagtgtgatatttgaccccga 444 

tttgcctgctctgcagccccacggatatgaccagcctggcaccgagcctttggacctgca 509 
I llllllll I IIIIIMI IIIIIIIIIMII III II Mlllllllll II II 
tctgcctgctgtacagccccatggatatgaccagcttgggactgagcctttggatctaca 504 

caacaatggccacacagtgcaactctctctgccctctaccctgtatctgggtggacttcc 569 

III IIIMIII lllTlTll II II IITIII I IIIIM I IMMITTMI II 
caataatggccatacagtgcagctttccctgcccccaaccctgcacctgggtggactgcc 564 

ccgaaaatatgtagctgcccagctccacctgcactggggtcagaaaggatccccaggggg 629 

lllllllll III IIIIIIIIIIIIIIIIIIIIMIIIIII llllllll I ill 
ccgaaaatacacagcagcccagctccacctgcactggggtcagagaggatccctcgaggg 624 

gtcagaacaccagatcaacagtgaagccacatttgcagagctccacattgtacattatga 689 

lIlTl lllllTlllllllTlTllTllll III TiTllllll I 11 II lllTl 

atcagagcaccagatcaacagtgaagccacggctgcggagctccacgtggttcactatga 684 

ctctgattcctatgacagcttgagtgaggctgctgagaggcctcagggcctggctgtcct 749 
Ml I Mill llTlllTlTlTlMI Til III III MTTTIMMIMIIM 
ctcccagtcctacagcagcttgagtgaggcagctcagaagccacagggcctggctgtcct 744 

gggcatcctaattgaggtgggtgagactaagaatatagcttatgaacacattctgagtca 809 

IIIIMII IMIlTlllTl llllll mil IIIIIIIM IIIIIIIIIITII 
aggcatcctcattgaggtgggcgagactgagaatccagcttatgatcacattctgagtcg 804 

cttgcatgaagtcaggcataaagatcagaagacctcagtgcctcccttcaacctaagaga 869 

I IMTii I IT I MMMIMMIIMM TiTllllllllll I I iTlTl 
tctacatgaaataagatacaaagatcagaagacctctgtgcctcccttcagcgtgagaga 864 



? 



ctgctccccaaacagctggggcagtacttccgctacaatggctcgctcacaactccccc 
1 Mill MIlTlIM Til I lllllTllllll TTlli IIIIIIIIIIIIM 



929 



gctgttcccccaacagctggagcaattcttccgctacaacggctcactcacaactccccc 924 
ttqctaccagagtgtqctctggacagttttttatagaaggtcccagatttcaatggaaca 989 

iTllllllTlTlTlTllllTTlllTl II I ITIITT 1 1 1 Ml 1 1 1 1 II ITT III 

ctgctaccagagtgtgctctggacagtcttcaacagaagggcccagatttcaatgggaca 984 
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Query: 990 gctggaaaagcttcaggggacattgttctccacagaagagqagccctctaagcttctggt 1049 

I I II Mill INI llllllll III lllTlllllTl llllll III II II 
Sb] ct : 985 gttagagaagctccaggagacattgtcctctacagaagaggacccctctgagccccttgt 1044 

Query: 1050 acagaactaccgagcccttcagcctctcaatcagcgcatggtctttgcttctttcatcca 1109 

llllllllll III II lllllllllll III 1 I IIIIMIIIIIIIIIIIII 
Sbjct: 1045 acagaactacagagtcccccagcctctcaaccagaggaccatctttgcttctttcatcca 1104 



Query: 
Sbjct: 



1110 agcaggatcctcgtataccacai 



^ ^^tgaaatgctgagtctaggtgtaggaatcttggttgg 

iTllTTi I TlllllllliTT 11 IITIIT TllllTTlTl TTllllliTT ITT 



1169 



1105 agcaggaccactgtataccacaggagagatgctgggtctaggtgtgggaatcttggctgg 1164 



Query: 1170 ctgtctctgccttctcctggctgtttatttcattgctagaaagattcggaagaagaggct 1229 

IIIIIIIIMIIIIIIIIIIIIIIIIIIII Til III III Tlllllll Ml! 
sbjct: 1165 atgtctttgccttctgctggctgtttatttcatcgctcaaaaaattaggaagaagcggct 1224 



Query: 1230 ggaaaaccgaaagagtgtggtcttcacctc 1259 

M MM I II MIMIII IIMIIII 
sbjct: 1225 gggaaacaggaaaagtgtggttttcacctc 1254 



>gil5MQ9Q7j.dbjjAB^^^^^^^^ Hi 
Length = 1624 



Mus musculus mRNA for CA XIV, complete cds 



score = 805 bits (406), Expect = 0.0 
Identities = 844/990 (85%) 
Strand = Plus / Plus 



Query: 


270 


sbjct: 


265 


Query: 


330 


Sbjct: 


325 


Query: 


390 


Sbjct: 


385 


Query: 


450 


Sbjct: 


445 


Query: 


510 


Sbjct: 


505 


Query: 


570 


sbjct: 


565 


Query: 


630 


Sbjct: 


625 


Query: 


690 



tatgttgttctccgccctcctgctggaggtgatttggatcctggctgcagatgggggtca 329 

lllllllllll III llllll I llllll iiiTimiiiiiiTimmTiimiii 

tatgttgttcttcgctctcctgttaaaggtgacttggatcctggctgcagatgggggtca 324 



acactggacgtatgagggcccacatggtcaggaccattggccagcctcttaccctgagtg 

llllllll Mill iTllllll iTllllllllllllllll lllllll llllllll 
ccactggacatatgaaggcccacacggtcaggaccattggccaacctcttatcctgagtg 



389 
384 



449 



tggaaacaatgcccagtcgcccatcgatattcagacagacagtgtgacatttgaccctga 

Mil I MTIIIMII llllll MM llTllMlllTlTlTl llllTllll 11 
tggaggcgatgcccagtcccccatcaatatccagacagacagtgtgatatttgaccccga 444 

tttgcctgctctgcagccccacggatatgaccagcctggcaccgagcctttggacctgca 509 

I llllllll I llllllll ITIIIMIIIMI III II mTiIMIMI II II 
tctgcctgctgtacagccccatggatatgaccagcttgggactgagcctttggatctaca 504 

caacaatggccacacagtgcaactctctctgccctctaccctgtatctgggtggacttcc 569 

III lllTTlll lllllTll II II llTlll I IIIIIT I IMIIlTlill II 

caataatggccatacagtgcagctttccctgcccccaaccctgcacctgggtggactgcc 564 

ccgaaaatatgtagctgcccagctccacctgcactggggtcagaaaggatccccaggggg 629 

lllllllll III TllllllllMMlTlllllllllllTl iTllllll I III 
ccgaaaatacacagcagcccagctccacctgcactggggtcagagaggatccctcgaggg 624 

gtcagaacaccagatcaacagtgaagccacatttgcagagctccacattgtacattatga 689 

Mill lllllTlMIIMIIIIlTllll 111 IMIIIIII I 11 II lllTl 
atcagagcaccagatcaacagtgaagccacggctgcggagctccacgtggttcactatga 684 

ctctgattcctatgacagcttgagtgaggctgctgagaggcctcagggcctggctgtcct 749 

111 I Mill IITIIITITITITTI III Ml Til I ITTTI I Mil Ml II I 
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ctcccagtcctacagcagcttgagtgaggcagctcagaagccacagggcctggctgtcct 744 



gggcatcctaattgaggtgggtgagactaagaatatagcttatgaacacattctgagtca 809 

llllllll IIIIIIIIITT mill Mill IIIMIlTl IIIIIIIITIIII 

aggcatcctcattgaggtgggcgagactgagaatccagcttatgatcacattctgagtcg 804 
cttgcatgaagtcaggcataaagatcagaagacctcagtgcctcccttcaacctaagaga 869 

I lliill I IT I llMllllTllTlllll TiTllllllllll I I IIITI 

tctacatgaaataagatacaaagatcagaagacctctgtgcctcccttcagcgtgagaga 864 

gctgctccccaaacagctggggcagtacttccgctacaatggctcgctcacaactccccc 929 

MM Mill lllllllll Ml I llllllilllll Mill IIIIIMIIIIIII 
gctgttcccccaacagctggagcaattcttccgctacaacggctcactcacaactccccc 924 

ttgctaccagagtgtgctctggacagttttttatagaaggtcccagatttcaatggaaca 989 

IIIIIIIIIIIIIIIMIMIMlTl II I ITIITT IIIIIIIIIIMIlT III 
ctgctaccagagtgtgctctggacagtcttcaacagaagggcccagatttcaatgggaca 984 

gctggaaaagcttcaggggacattgttctccacagaagaggaqccctctaaqcttctggt 1049 

T I 11 Mill Mil TlllllTl III IIITIITITTI llllll 111 II 11 

gttagagaagctccaggagacattgtcctctacagaagaggacccctctgagccccttgt 1044 

acagaactaccgagcccttcagcctctcaatcagcgcatggtctttgcttctttcatcca 1109 

llllllllil III II IIIIIIIIMI III I I IIMIIIIIIIIIIIIIII 
acagaactacagagtcccccagcctctcaaccagaggaccatctttgcttctttcatcca 1104 

agcaqgatcctcqtataccacaqgtgaaatgctgagtctaggtgtaggaatcttggttgg 1169 

ITMITI 1 TMIMMIIM 1! IIIIlT TllllTllTl TllMIMM ITT 
agcaggaccactgtataccacaggagagatgctgggtctaggtgtgggaatcttggctgg 1164 

ctgtctctgccttctcctggctgtttatttcattgctagaaagattcggaagaagaggct 1229 

Mill Mllllll IITTIITIIIIIIIIM III llllll MIlTllT Till 

atgtctttgccttctgctggctgtttatttcatcgctcaaaaaattaggaagaagcggct 1224 



ggaaaaccgaaagagtgtggtcttcacctc 1259 

II MM I II llllllll llllllll 
gggaaacaggaaaagtgtggttttcacctc 1254 
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sbjct: 


685 


Query: 


750 


sbjct: 


745 


Query: 


810 


Sbjct: 


805 


Query: 


870 


sbjct: 


865 


Query: 


930 


sbjct: 


925 


Query: 


990 


Sbjct: 


985 


Query: 


1050 


Sbjct: 


1045 


Query: 


1110 


sbjct: 


1105 


Query: 


1170 


sbjct: 


1165 


Query: 


12 30 


Sbjct: 


1225 



http://www.ncbi.nlin.nih.govMast/Blast.cgi 
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n >alJM1218.4lr^^^^ Wt carbonic anhydrase XIV precursor; carbonic dehydratase [Homo 

sapiens-] ~ 

qi j 8928036 1 sp j Q9ULX7 1 CAHE JUMAN M Carbonic anhydrase XIV precursor (carbonate dehydratase xi\ 
(CA-XIV) (UNQ69d/PROl335) 

a:L160M6401dbii^^^^^ M carbonic anhydrase 14 [Homo sapiens] 

9ij2JJA^7J3Aak\jlS^ti^^^ ^ carbonic anhydrase XIV, precursor [Homo sapiens] 

qi ! 37I82500 1 qb I AAQ8905? . 1 1 M CA14 [Homo sapiens] 
Length = 337 

score = 682 bits (1760), Expect = 0.0 

Identities = 337/337 (100%), Positives = 337/337 (100%) 

Query: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 
Sbjct: 1 MLFSALLLEVIWILAADGGQHWTYEGPHGQDHWPASYPECGNNAQSPIDIQTDSVTFDPD 60 

Query: 61 lpalqphgydqpgtepldlhnnghtvqlslpstlylgglprkyvaaqlhlhwgqkgspgg 120 

LPALQPHGYDQPGTEPLDLHNNGHTVQLSLPSTLYLGGLPRKYVAAQLHLHWGQKGSPGG 

Sbjct: 61 lpalqphgydqpgtepldlhnnghtvqlslpstlylgglprkyvaaqlhlhwgqkgspgg 120 

Query: 121 sehqinseatfaelhivhydsdsydslseaaerpqglavlgilievgetkniayehilsh 180 

sehqinseatfaelhivhydsdsydslseaaerpqglavlgilievgetkniayehilsh 
sbjct: 121 sehqinseatfaelhivhydsdsydslseaaerpqglavlgilievgetkniayehilsh 180 

Query: 181 lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwtvfyrrsqismeq 240 

lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwtvfyrrsqismeq 
sbjct: 181 lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwtvfyrrsqismeq 240 

Query: 241 leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 300 

leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 
sbjct: 241 leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 300 

Query: 301 CLCLLLAVYFIARKIRKKRLENRKSWFTSAQATTEA 337 

clclllavyfiarkirkkrlenrkswftsaqattea 
sbjct: 301 clclllavyfiarkirkkrlenrkswftsaqattea 337 



n> ai I22760422ldbi IBAC11191.1I M unnamed protein product [Homo sapiens] 
Length = 337 

score = 681 bits (1756), Expect = 0.0 

Identities = 336/337 (99%), Positives = 336/337 (99%) 

query: 1 mlfsallleviwilaadggqhwtyegphgqdhwpasypecgnnaqspidiqtdsvtfdpd 60 

mlfsallleviwilaadggqhwtyegphgqdhwpasypecgnnaqspidiqtdsvtfdpd 
sbjct: 1 mlfsallleviwilaadggqhwtyegphgqdhwpasypecgnnaqspidiqtdsvtfdpd 60 

Query: 61 lpalqphgydqpgtepldlhnnghtvqlslpstlylgglprkyvaaqlhlhwgqkgspgg 120 

lpalqphgydqpgtepldlhnnghtvqlslpstlylgglprkyvaaqlhlhwgqkgspgg 
sbjct: 61 lpalqphgydqpgtepldlhnnghtvqlslpstlylgglprkyvaaqlhlhwgqkgspgg 120 

Query: 121 sehqinseatfaelhivhydsdsydslseaaerpqglavlgilievgetkniayehilsh 180 

sehqinseatfaelhivhydsdsydslseaaerpqglavlgilievgetkniayehilsh 
sbjct: 121 sehqinseatfaelhivhydsdsydslseaaerpqglavlgilievgetkniayehilsh 180 

Query: 181 lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwtvfyrrsqismeq 240 

lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwt fyrrsqismeq 
sbjct: 181 lhevrhkdqktsvppfnlrellpkqlgqyfryngslttppcyqsvlwtafyrrsqismeq 240 

Query: 241 leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 300 

leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 
sbjct: 241 leklqgtlfsteeepskllvqnyralqplnqrmvfasfiqagssyttgemlslgvgilvg 300 

Query: 301 clclllavyfiarkirkkrlenrkswftsaqattea 337 

clclllavyfiarkirkkrlenrkswftsaqattea 
sbjct: 301 clclllavyfiarkirkkrlenrkswftsaqattea 337 
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7/26/04 



RrD=1090847205-14412-74977656591.BLASTQ4, 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Sbjct: 1000 tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 
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1059 



Query: 1021 acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1080 

MiTlMIMIIIIIIIIIIIIIIIIIMIIlTllllllllilllllMlTlllllllll 
sbjct: 1060 acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1119 

Query: 1081 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1140 

llllllllTllllllTllllllllllllllllinilllMTMIIIIIIIlTllllll^ 

sbjct: 1120 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1179 
Query: 1141 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1200 

Mill MIITTlTlinillllinilTTllTlllllTllll^ 

sbjct: 1180 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1239 
Query: 1201 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1260 

Mill MTMMIIIinilTllTinillTlMIMTlllllTlMTll^ 
sbjct: 1240 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1299 

Query: 1261 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1320 

TlIM iTllllTlllTlTTMIMMIIIIMIMTllllMIMIMMMiT 
sbjct: 1300 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1359 

Query: 1321 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1380 

MMMTIMMMTTIITII MM MIlTMTMMnilllMIIM 
sbjct: 1360 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1419 

Query: 1381 gagtagtaagcagatgtcctccttcccctggacatctcttagagaggaatggacccaggc 1440 

lllllillMMIIlTlllMIMIIIIIlTMIIIII I II MM I i M II M II iTTl 
sbjct: 1420 gagtagtaagcagatgtcctccttcccctggacatctcctagagaggaatggacccaggc 1479 

Query: 1441 tgtcattccaggaagaactgcagagccttcagcctctccaaacatqtaqqaggaaatqag 1500 

Mill MMiTTMTMIMIMMMIMlTMMMMMMMI III 
sbjct: 1480 tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1539 



Query: 1501 gaaatcgctgtgttgttaatgcagagancaaactctgtttagttgcaggggaagtttggg 1560 

Tllll ITIITIIIMIIIIIIIITITI MilMIMIMMMIMTTTTlMMlTlT 
sbjct: 1540 gaaatcgctgtgttgttaatgcagagaacaaactctgtttagttgcaggggaagtttggg 1599 



Query: 1561 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1620 

MMMMMMlMMIMMMMMMMMini IMMMIIMIMIMMMT 
sbjct: 1600 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1659 

Query: 1621 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1680 

Tllll MMIMlTMIIMlTl MMIIMIMMTIMMIMM 
sbjct: 1660 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1719 

Query: 1681 gaaattaaagtttctgacttt 1701 

IMMIIMIIIIIlTlllll 
Sb]ct: 1720 gaaattaaagtttctgacttt 1740 



>(gi 16009639 1 dbj J AB02 5904 . 1 1 
Length = 1757 



Homo sapiens mRNA for carbonic anhydrase 14, complete cds 



score = 3350 bits (1690), Expect = 0.0 
Identities = 1698/1701 (99%) 
Strand = Plus / Plus 



http://www.ncbi.nIm.nih.gov/blast/Blast.cgi 
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Query: 1 



gagactgcai 



^a^^gagataaag^ 



caagag 



atttgtcctgggg 60 



Sbjct: 40 gagactgcagagggagataaagagagagggcaaagaggcagcaagagatttgtcctgggg 99 



Query: 61 



120 



atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacaqagacaga 

lllllTllllllllTlllllllllllllllllTlllllllinilTllllM 

sbjct: 100 atccagaaacccatgataccctactgaacaccgaatcccctggaagcccacagagacaga 159 



Query: 121 gacagcaagagaagcagagataaatacactcacgccaggagctcgctcqctctctctctc 180 

TIIITIMII IITIITITIIIIIIIIIIIIIITIIITT 

sbjct: 160 gacagcaagaaaagcagagataaatacactcacgccaggagctcgctcgctctctctctc 219 

Query: 181 tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 240 

I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I 1 1 I I I I I I I I I I I I I 1 1 I I I I I I I I 
Sbjct: 220 tctctctcactcctccctccctctctctctgcctgtcctagtcctctagtcctcaaattc 279 

Query: 241 ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 300 

linilllMIIIIIIIIIIIIIIIIIillllTlllllllllllllllliiillllT 
Sbjct: 280 ccagtcccctgcaccccttcctgggacactatgttgttctccgccctcctgctggaggtg 339 

Query: 301 atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 360 
llllTTllllinillllTlllTTTTlIM 

Sbjct: 340 atttggatcctggctgcagatgggggtcaacactggacgtatgagggcccacatggtcag 399 
Query: 361 gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 420 

TlllMllTlllTlllllllllllllTlMlTlllllllTllllTllT 

sbjct: 400 gaccattggccagcctcttaccctgagtgtggaaacaatgcccagtcgcccatcgatatt 459 



Query: 
Sbjct: 



421 cagacagacai 



icctgctctgcagccccacggatatgac 480 



JTTiiTiii?i?inMm^ „^ 

460 cagacagacagtgtgacatttgaccctgatttgcctgctctgcagccccacggatatgac 519 



Query: 
Sbjct: 



481 cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 540 

iiTiiiMiiiiTiiiiiiiniiiiiiiiiiiiiiiiiiiiiiiiiTin „^ 

520 cagcctggcaccgagcctttggacctgcacaacaatggccacacagtgcaactctctctg 579 



Query: 
Sbjct: 



541 ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccaqctccacctg 600 

llllllMllillllllTTTllIIMlllllTlllllllTllTllT „^ 

580 ccctctaccctgtatctgggtggacttccccgaaaatatgtagctgcccagctccacctg 639 



Query: 601 cactggggtcagaaaggatccccaggggggtcagaacaccaqatcaacagtgaagccaca 660 

I II 1^11 1 1 111 1 1 111 I II 1 1 iTTm^ , 

sbjct: 640 cactggggtcagaaaggatccccaggggggtcagaacaccagatcaacagtgaagccaca 699 

Query: 661 tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 720 

IIMMMTlMMIMlTlMMIMIMMlTlllllMlTMlTlMTlllllT^ 
sbjct: 700 tttgcagagctccacattgtacattatgactctgattcctatgacagcttgagtgaggct 759 

Query: 721 gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 780 

IMTlllllMMlTMIIiniMMIimilMllilMl 
sbjct: 760 gctgagaggcctcagggcctggctgtcctgggcatcctaattgaggtgggtgagactaag 819 

Query: 781 aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 840 

llllllTMMIIIIIIIIIMlTlTlllillTMlTMIIIlTT^ 
sbjct: 820 aatatagcttatgaacacattctgagtcacttgcatgaagtcaggcataaagatcagaag 879 



Query: 841 acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 900 
http://www.ncbi .nlm.nih.gov/blast/Blast.cgi 
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Sbjct: 880 



llllllllllllllllllllllllllll 
acctcagtgcctcccttcaacctaagagagctgctccccaaacagctggggcagtacttc 



939 



Query: 901 cgctacaatggctcgctcacaactcccccttqctaccagagtgtgctctggacagttttt 960 

iTllllllllllllTllllllllllllllllllllMlTlTlIlTllIlM 

sbjct: 940 cgctacaatggctcgctcacaactcccccttgctaccagagtgtgctctggacagttttt 999 

Query: 961 tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1020 

llllTlllTlllllTllMIIIIMIIIIIIIMIMIIIIIIIMIM 
sbjct: 1000 tatagaaggtcccagatttcaatggaacagctggaaaagcttcaggggacattgttctcc 1059 



Query: 
Sbjct: 



1021 acagaagac 



iccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1080 



lllTllTl1?l?MMllTTIlll7l^ 

1060 acagaagaggagccctctaagcttctggtacagaactaccgagcccttcagcctctcaat 1119 



Query: 1081 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1140 

ilTlTllllllllllTlllllllllllllllllllllMllTlllillllllllil^ _ 

sbjct: 1120 cagcgcatggtctttgcttctttcatccaagcaggatcctcgtataccacaggtgaaatg 1179 
Query: 1141 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctqgctgtttatttc 1200 

llTlTllllTTlTlinillllinilTTllTlllll^ 

sbjct: 1180 ctgagtctaggtgtaggaatcttggttggctgtctctgccttctcctggctgtttatttc 1239 
Query: 1201 attgctagaaagattcggaagaagaggctggaaaaccgaaagaqtgtggtcttcacctca 1260 

lllTlllTlMTlllinilTllIinilTTllllIlT 

sbjct: 1240 attgctagaaagattcggaagaagaggctggaaaaccgaaagagtgtggtcttcacctca 1299 



Query: 
sbjct: 



1261 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1320 

lllllllllllTlllTlllllllllllllllllllTlllllllllllTin _ 

1300 gcacaagccacgactgaggcataaattccttctcagataccatggatgtggatgacttcc 1359 



Query: 1321 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1380 

IIIIIITIIIIIIITTIITIIIIIIIIIITMTITIIM 

sbjct: 1360 cttcatgcctatcaggaagcctctaaaatggggtgtaggatctggccagaaacactgtag 1419 
Query: 1381 gagtagtaagcagatgtcctccttcccctggacatctcttagagaggaatggacccaggc 1440 

TiTllTlllTllTllTlllllllllllllTTlllllll I iTlTlTTi I Mil 1 1 1 ITTI 

sbjct: 1420 gagtagtaagcagatgtcctccttcccctggacatctcctagagaggaatggacccaggc 1479 
Query: 1441 tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaqgaqgaaatgag 1500 

lIllllllllTTllTllllTllTlTllllllTlllllllllllIlT 

sbjct: 1480 tgtcattccaggaagaactgcagagccttcagcctctccaaacatgtaggaggaaatgag 1539 
Query: 1501 gaaatcgctgtgttgttaatgcagagancaaactctgtttagttgcaqqqgaagtttqgg 1560 

TiMllTllTlTllTlllllTllTlTl II II M I IT 1 1 MlllTl imil IT I II ITT ^ 

sbjct: 1540 gaaatcgctgtgttgttaatgcagagaacaaactctgtttagttgcaggggaagtttggg 1599 
Query: 1561 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1620 

IIIIMIIMIlTllllllllllllllMllllliniMIIIIMIIIIIIIIIlTlM ^^^^ 
sbjct: 1600 atataccccaaagtcctctaccccctcacttttatggccctttccctagatatactgcgg 1659 

Query: 1621 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1680 

TMIIIIIIIIlTTlllllTlTllTllTliTMTllTllMMMIM 

sbjct: 1660 gatctctccttaggataaagagttgctgttgaagttgtatatttttgatcaatatatttg 1719 
Query: 1681 gaaattaaagtttctgacttt 1701 

TIIIIIIIITIIIIMIMII 

sbjct: 1720 gaaattaaagtttctgacttt 1740 
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